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<212> PRT 

<213> Homo sapiens 
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<221> misc_feature 
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Pro 
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Gly 


Tyr 
375 


Met 


Glu 


Gly 


Tyr 


Tyr 
380 


Thr 


Phe 


His 


Phe 


Leu 
385 


Tyr 


Phe 


Lys 


Asp 


Lys 
390 


He 


Phe 


Asn 


Val 


Ala 
395 


He 


Pro 


Arg 


Phe 


His 
400 


Met 


Ala 


Cys 


Pro 


Thr 
405 


Phe 


Arg 


Val 


Ser 


He 
410 


Ala 


Arg 


Leu 


Glu 


Met 
415 


Gly 


Pro 


Asp 


Glu 


Tyr 
420 


Glu 


Glu 


Met 


Glu 


Glu 
425 


Glu 


Glu 


Glu 


Glu 


Glu 
430 


Glu 


Glu 


Glu 


Asp 


Glu 
435 


Asp 


Asp 


Asp 


Ser 


Ala 
440 


Asp 


Met 


Asp 


Glu 


Ser 
445 


Asp 


Glu 


As P 


Asp 


Glu 
450 


Glu 


Glu 


Arg 


Arg 


Arg 
455 


Arg 


Val 


Phe 


Asp 


Val 
460 


Pro 


He 


Arg 


Arg 


Arg 
465 


Arg 


Cys 


Ser 


Arg 


Leu 
470 


Phe 





















<210> 5 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 700745CD1 

<400> 5 



Met 


Thr Pro 


Trp 


Leu Gly 


Leu 


He 


Val 


Leu 


Leu 


Gly 


Ser 


Trp 


Ser 


1 






5 








10 










15 


Leu 


Gly Asp 


Trp 


Gly Ala 

20 


Glu 


Ala 


Cys 


Thr 

25 


Cys 


Ser 


Pro 


Ser 


His 
30 


Pro 


Gin Asp 


Ala 


Phe Cys 
35 


Asn 


Ser 


Asp 


He 
40 


Gly 


Lys 


Arg 


Ser 


Trp 
45 


Cys 


Pro Ala 


Arg 


Ala Pro 
50 


Arg 


Cys 


Ser 


Gin 
55 


Asp 


Cys 


Ser 


Ala 


Ala 
60 



<210> 6 
<211> 399 
<212> PRT 

<213> Homo sapiens 



6 



PF-0651-1 DIV 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 6 



Met 


Ala 


His 


He 


Thr 


1 








5 


Ala 


He 


Asp 


Ser 


Arg 
20 


Phe 


Lys 


His 


Pro 


His 
35 


Pro 


Glu 


Glu 


Lys 


Cys 
50 


Met 


Phe 


Ala 


Ala 


His 
65 


Asp 


Phe 


He 


Glu 


Ala 
80 


Phe 


Leu 


Arg 


Ala 


Phe 
95 


Pro 


Val 


Met 


Tyr 


Ala 
110 


Asn 


Ala 


Asp 


Gin 


Gin 
125 


Asp 


Met 


Leu 


Glu 


Ly s 

140 


Val 


Cys 


Ala 


Ser 


Asp 
155 


Trp 


Gly 


Met 


Leu 


Phe 
170 


Lys 


He 


Asn 


Lys 


Leu 
185 


Asp 


Ser 


Ser 


Asn 


Leu 
200 


Thr 


Tyr 


Lys 


Tyr 


Tyr 
215 


Phe 


Lys 


Gin 


Ala 


Glu 
230 


His 


Arg 


Ser 


Ser 


Gin 
245 


Leu 


Pro 


Val 


Lys 


Met 
260 


Leu 


Lys 


Lys 


Tyr 


His 
275 


Val 


Ser 


Glu 


Gly 


Asn 
290 


His 


Glu 


Ala 


Phe 


Phe 
305 


Lys 


Leu 


Lys 


He 


He 
320 


Leu 


Leu 


Leu 


Lys 


Thr 
335 


Ala 


Leu 


Lys 


Phe 


Met 
350 


Gin 


Cys 


He 


Leu 


Ala 

365 


Tyr 


He 


Ser 


His 


Gin 
380 


Pro 


Phe 


Pro 


Pro 


Leu 
395 



2026480CD1 



He 


Asn 


Gin 


Tyr 


Leu 
10 


Asp 


Gly Ala 


Ser 


Cys 










25 


Val 


Ala 


Asn 


Pro 


Arg 
40 


Gin 


Gin 


Val 


Leu 


Glu 
55 


Leu 


Arg 


Cys 


Thr 


Tyr 
70 


Tyr 


Lys 


Cys 


Gin 


Thr 
85 


Gin 


Ala 


His 


Lys 


Glu 
100 


Val 


Ala 


Leu 


Asp 


Leu 
115 


Leu 


Val 


Lys 


Lys 


Gly 
130 


Ala 


Ala 


Glu 


Leu 


Leu 
145 


Thr 


Arg 


Ala 


Gly 


He 
160 


Leu 


Val 


Asn 


Gin 


Leu 
175 


His 


Leu 


Cys 


Lys 


Pro 
190 


Lys 


Asp 


Asp 


Tyr 


Ser 
205 


Val 


Gly Arg 


Lys 


Ala 










220 


Glu 


Tyr 


Leu 


Ser 


Phe 
235 


Lys 


Asn 


Lys 


Arg 


Met 
250 


Leu 


Leu 


Gly 


His 


Met 
265 


Leu 


Met 


Gin 


Phe 


Ala 
280 


Leu 


Leu 


Leu 


Leu 


His 
295 


He 


Arg 


Cys 


Gly 


He 
310 


Thr 


Tyr 


Arg 


Asn 


Leu 
325 


His 


Gin 


Leu 


Ser 


Leu 
340 


Gin 


Val 


Glu 


Asp 


Val 
355 


Asn 


Leu 


He 


Tyr 


Met 
370 


His 


Gin 


Lys 


Leu 


Val 
385 


Ser 


Thr 


Val 


Cys 





Gin 


Gin 


Val 


Tyr 


Glu 
15 


Ala 


Glu 


Leu 


Val 


Ser 
30 


Leu 


Gin 


Met 


Ala 


Ser 
45 


Pro 


Pro 


Tyr 


Asp 


Glu 
60 


Ala 


Val 


Gly 


Asn 


His 
75 


Val 


He 


Val 


Gin 


Ser 
90 


Glu 


Asn 


Trp 


Ala 


Leu 
105 


Arg 


Val 


Phe 


Ala 


Asn 
120 


Lys 


Ser 


Lys 


Val 


Gly 
135 


Met 


Ser 


Cys 


Phe 


Arg 
150 


Glu 


Asp 


Ser 


Lys 


Lys 
165 


Phe 


Lys 


He 


Tyr 


Phe 
180 


Leu 


He 


Arg 


Ala 


He 
195 


Thr 


Ala 


Gin 


Arg 


Val 
210 


Met 


Phe 


Asp 


Ser 


Asp 
225 


Ala 


Phe 


Glu 


His 


Cys 
240 


He 


Leu 


He 


Tyr 


Leu 
255 


Pro 


Thr 


Val 


Glu 


Leu 
270 


Glu 


Val 


Thr 


Arg 


Ala 
285 


Glu 


Ala 


Leu 


Ala 


Lys 
300 


Phe 


Leu 


He 


Leu 


Glu 
315 


Phe 


Lys 


Lys 


Val 


Tyr 
330 


Asp 


Ala 


Phe 


Leu 


Val 
345 


Asp 


He 


Asp 


Glu 


Val 
360 


Gly 


His 


Val 


Lys 


Gly 
375 


Val 


Ser 


Lys 


Gin 


Asn 
390 



7 



PF-0651-1 DIV 



<210> 7 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2132401CD1 

<400> 7 



Met 


lie 


Glu 


Glu 


Lys 


Ser 


Asp 


He 


1 








5 








Pro 


Pro 


Pro 


Asn 


Ser 
20 


Gly 


Tyr 


Glu 


Ser 


Thr 


Gly 


Lys 


Asp 
35 


Leu 


Lys 


Leu 


Val 


Phe 


His 


Met 


Lys 
50 


Arg 


Arg 


Leu 


Pro 


Gly 


Ser 


Gin 


Arg 
65 


Trp 


Phe 


Phe 


Lys 


Met 


Lys 


Phe 


Glu 
80 


Glu 


Leu 


Lys 


Gin 


Val 


He 


Val 


Ser 
95 


Gin 


Pro 


Val 


Asn 

















<210> 8 

<211> 267 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 256887 5CD1 



<400> 8 














Met 


Ser 


Asp 


Glu 


Asp 


Ser 


Cys 


Val 


1 








5 








Ala 


Gly 


Pro 


Gin 


Ala 
20 


Gly 


Ala 


Pro 


Arg 


Leu 


Met 


His 


Gin 
35 


Gly 


Gin 


Leu 


Ser 


Glu 


Glu 


Ala 


Val 
50 


Leu 


Thr 


Ala 


Gin 


Ala 


Pro 


Glu 


Glu 
65 


Trp 


Ser 


Val 


Glu 


Trp 


Gly 


Leu 


Lys 
80 


Gin 


Leu 


He 


Pro 


Glu 


Gly 


Gly 


Tyr 
95 


Asp 


Met 


Ala 


Val 


Thr 


Leu 


Gly 


Ala 
110 


Ser 


Leu 


Arg 


Asp 


His 


His 


Leu 


Pro 
125 


Asp 


Gly 


Glu 


Ala 


Arg 


Pro 


Gly 


Ala 
140 


Gly 


He 


Ser 


Thr 


Leu 


Leu 


Gly 


Pro 
155 


Arg 


Ala 


Cys 



ril 1 1 

OJ.U 


rpUv- 


Leu 


Asp 


He 


Pro 






10 










15 


Cys 


Gin 


Leu 


Arg 


Leu Arg 


Leu 




25 










30 


Val 


Val 


Arg 


Ser 


Thr 


Asp 


Thr 




40 










45 


His 


Ala 


Ala 


Glu 


Gly Val 


Glu 




55 










60 


Ser 


Gly 


Arg 


Pro 


Leu 


Thr 


Asp 




70 










75 


He 


Pro 


Lys 


Asp 


Tyr 


Val 


Val 




85 










90 


Gin 


Asn 


Pro 


Thr 


Pro 


Val 


Glu 




100 










105 


Ala 


Cys 


Gly 


Ser 


Leu 


Arg 


Thr 




10 










15 


Ser 


Pro 


Trp 


Pro 


Trp 


Glu 


Ala 




25 










30 


Ala 


Cys 


Gly 


Gly 


Ala 


Leu 


Val 




40 










45 


Ala 


His 


Cys 


Phe 


He 


Gly 


Arg 




55 










60 


Gly 


Leu 


Gly 


Thr 


Arg 


Pro 


Glu 




70 










75 


Leu 


His 


Gly 


Ala 


Tyr 


Thr 


His 




85 










90 


Leu 


Leu 


Leu 


Leu 


Ala 


Gin 


Pro 




100 










105 


Pro 


Leu 


Cys 


Leu 


Pro 


Tyr 


Ala 




115 










120 


Arg 


Gly 


Trp 


Val 


Leu Gly 


Arg 




130 










135 


Ser 


Leu 


Gin 


Thr 


Val 


Pro 


Val 




145 










150 


Ser 


Arg 


Leu 


His 


Ala 


Ala 


Pro 



160 165 



8 



PF-0651-1 DIV 



Gly Gly 


Asp 


Gly 


Ser 










170 


Ala 


Val 


Gly 


Glu 


Leu 
185 


Leu 


Val 


His 


Glu 


Val 
200 


Ser 


Phe 


Gly Asp 


Ala 










215 


Thr 


Ala 


Leu 


Pro 


Ala 
230 


Gin 


Val 


Tyr 


Phe 


Ala 
245 


Ser 


Cys 


Leu 


Ala 


Asn 
260 



<210> 9 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



<400> 9 








Met 


Arg 


Thr 


Gin 


Ser 


1 








5 


Gly 


Ser 


Gin 


Leu 


Pro 










20 


Ser 


Gly 


Gly 


Cys 


Pro 










35 


Pro 


Asp 


Gin 


Cys 


Val 










50 


Cys 


Cys 


Tyr 


Arg 


Ala 










65 


Val 


Lys 


Leu 


Gly 


Ser 










80 


Pro 


Met 


Asn 


His 


Leu 










95 


Lys 


Arg 


Cys 


Cys 


His 










110 


Ala 


Arg 


Gly 







Pro 


He 


Leu 


Pro 


Gly 
175 


Pro 


Ser 


Cys 


Glu 


Gly 
190 


Arg 


Gly 


Thr 


Trp 


Phe 

205 


Cys 


Gin 


Gly 


Pro 


Ala 
220 


Tyr 


Glu 


Asp 


Trp 


Val 
235 


Glu 


Glu 


Pro 


Glu 


Pro 
250 


He 


Ser 


Gin 


Pro 


Thr 

265 



3408908CD1 



Leu 


Leu 


Leu 


Leu 


Gly 
10 


Ala 


Val 


Phe 


Gly 


Arg 
25 


Pro 


Asp 


Asp 


Gly 


Pro 
40 


Glu 


Asp 


Ser 


Gin 


Cys 
55 


Cys 


Phe 


Arg 


Gin 


Cys 
70 


Cys 


Pro 


Glu 


Asp 


Gin 
85 


Cys 


Tyr 


Lys 


Asp 


Ser 
100 


Ser 


Ala 


Cys 


Gly Arg 










115 



Met 


Val 


Cys 


Thr 


Ser 










180 


Leu 


Ser 


Gly 


Ala 


Pro 










195 


Leu 


Ala 


Gly 


Leu 


His 










210 


Arg 


Pro 


Ala 


Val 


Phe 










225 


Ser 


Ser 


Leu 


Asp 


Trp 










240 


Glu 


Ala 


Glu 


Pro 


Gly 










255 


Ser 


Cys 









Ala 


Leu 


Leu 


Ala 


Val 
15 


Lys 


Lys 


Gly 


Glu 


Lys 
30 


Cys 


Leu 


Leu 


Ser 


Val 
45 


Pro 


Leu 


Thr 


Arg 


Lys 
60 


Val 


Pro 


Arg 


Val 


Ser 
75 


Leu 


Arg 


Cys 


Leu 


Ser 
90 


Asp 


Cys 


Ser 


Gly 


Lys 
105 


Asp 


Cys 


Arg 


Asp 


Pro 
120 



<210> 10 

<211> 513 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 3772696CD1 

<400> 10 

Met Lys Arg Leu Leu Leu Leu Cys 

1 5 
Ser Ala Phe Pro Leu Val Arg Met 
20 

Gin Leu Ala Gin Ala Tyr Leu Asn 



Leu Phe Phe He Thr Phe Ser 
10 15 

Thr Glu Asn Glu Glu Asn Met 
25 30 

Gin Phe Tyr Ser Leu Glu He 



9 



PF-0651- 



1 DIV 



Glu Gly Asn 
Asp Lys lie 
Gly Lys Leu 
Cys Gly Val 
Trp Arg Lys 
Asp Met Ala 
Glu Val Trp 
Lys Gly lie 
Gly Arg Cys 
His Ala Phe 
Asp Glu Asp 
Phe Leu Val 
His Ser Asn 
Leu Asp Pro 
lie Gin Ser 
Lys Glu Pro 
Asp Ala lie 
Arg His Leu 
Glu Leu lie 
Ala Ala Tyr 
Glu Asn Phe 
Pro Lys Ser 
lie Asp Ala 
Phe Val Gly 
Met Asp Lys 
lie Ser lie 
Phe Phe Ser 
Lys Asn lie 
Lys Glu Pro 





35 




His 


Leu 


Val 




50 




Arg 


Glu 


Met 




65 




Asp 


Ser 


Asn 




80 




Pro 


Asp 


Val 




95 




Tyr 


Asn 


Leu 




110 




Arg 


Ala 


Ala 




125 




Ser 


Lys 


Val 




140 




Ala 


Asp 


He 




155 




Pro 


Arg 


Tyr 




170 




Pro 


Pro 


Gly 




185 




Glu 


Asn 


Trp 




200 




Ala 


Ala 


His 




215 




Asp 


Gin 


Thr 




230 




Arg 


Lys 


Tyr 




245 




He 


Tyr 


Gly 




260 




Thr 


He 


Pro 




275 




Thr 


Thr 


Phe 




290 




Trp 


Arg 


He 




305 




Ala 


Ser 


Phe 




320 




Glu 


Asn 


Pro 




335 




Trp 


Met 


He 




350 




He 


His 


Thr 




365 




Ala 


Val 


Cys 




380 




He 


Trp 


Cys 




395 




Gly 


Phe 


Pro 




410 




Arg 


Val 


Asp 




425 




Arg 


Gly 


Ser 




440 




Thr 


Arg 


He 




455 




Lys 


Asn 


Ser 




470 





Gin 


Ser 


Lvs 


Gin 


Ala 


Phe 


Thr 


Leu 


Glu 


Gly 


Gin 


Tvr 


Thr 


Tvr 

J: 


Arg 


Val 


Asp 


Glu 


Thr 


Pro 


Leu 


Met 


He 


Ala 


Phe 


Asp 


Gly 


Pro 


Glv 


Leu 


Thr 


Lvs 


Asp 


Glu 


Phe 


Gly 


Ala 


Leu 


Met 


Pro 


Leu 


Ser 


Gly 


Leu 


Pro 


His 


Ala 


Cvs 


Arg 


Arg 


Glu 


Tvr 


Tvr 


Asp 


Trx> 


Pro 


Ser 


Arg 


Asp 


Lys 


Arg 


Gly 




Leu 


Glv 


Phe 


Asp 


Lys 


Thr 


Trp 


Arg 


Phe 


Gin 


Arg 


Val 


Ala 


Ala 


Phe 


Lys 


Gin 


Phe 


Met 


Arg 


Thr 


Ser 


Phe 


Gly 



40 






Asn 


Arg 


Ser 


55 






Phe 


Gly 


Leu 


70 






He 


Met 


Lys 


85 






Gly 


Tyr 


Thr 


100 






He 


He 


Asn 


115 






Ala 


He 


Gin 


130 






Lys 


Phe 


Thr 


145 






Phe 


Arg 


Thr 


160 






Pro 


Leu 


Gly 


175 






Gly 


Gly 


Asp 


190 






Gly 


Ala 


Gly 


205 






His 


Ala 


Leu 


220 






Phe 


Pro 


Asn 


235 






Gin 


Asp 


Asp 


250 






Lys 


Val 


Pro 


265 






Asp 


Pro 


Asp 


280 






Val 


Met 


Phe 


295 






He 


Thr 


Asp 


310 






Leu 


Pro 


Ala 


325 






He 


Leu 


Val 


340 






Ala 


Val 


Leu 


355 






Pro 


Gly 


Arg 


370 






Thr 


Arg 


Lys 


385 






Asp 


Glu 


Met 


400 






Val 


Lys 


His 


415 






Gin 


Tyr 


Lys 


430 






Glu 


Tyr 


Asn 


445 






Asn 


Thr 


Trp 


460 






Phe 


Asp 


He 


475 











45 


Leu 


He 


Asp 






60 


Thr 


Val 


Thr 






75 


Thr 


Pro 


Arg 






90 


Leu 


Pro 


Gly 






105 


Tyr 


Thr 


Pro 






120 


Glu 


Gly 


Leu 






135 


Lys 


He 


Ser 






150 


Arg 


Val 


His 






165 


Val 


Leu 


Gly 






180 


Thr 


His 


Phe 






195 


Phe 


Asn 


Leu 






210 


Gly 


Leu 


Ser 






225 


Tyr 


Val 


Ser 






240 


He 


Asn 


Gly 






255 


Ala 


Lys 


Pro 






270 


Leu 


Thr 


Phe 






285 


Phe 


Lys 


Gly 






300 


Val 


Glu 


Phe 






315 


Asp 


Leu 


Gin 






330 


Phe 


Lys 


Asp 






345 


Pro 


Asp 


Tyr 






360 


Val 


Lys 


Lys 






375 


Thr 


Tyr 


Phe 






390 


Thr 


Gin 


Thr 






405 


Phe 


Pro 


Gly 






420 


Gly 


Phe 


Phe 






435 


He 


Lys 


Thr 






450 


Phe 


Gin 


Cys 






465 


Asn 


Lys 


Glu 






480 



PF-0651-1 DIV 



Lys Ala His Ser Gly Gly lie Lys 
485 

Ser Leu Phe lie Phe Gly lie Val 
500 

lie Tyr Gin 



<210> 11 

<211> 326 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 5388674CD1 

<400> 11 



Met 


Lys 


Pro 


Ser 


Ser 


Gin 


Pro 


Val 


1 








5 








Cys 


He 


Leu 


His 


Gin 
20 


He 


Gly 


Ser 


Lys 


Thr 


Leu 


Asn 


Ser 
35 


Ser 


Ser 


Val 


Leu 


Gin 


Thr 


Asn 


Ala 
50 


Ala 


Phe 


He 


Gly 


Ser 


Leu 


Gly 


Asn 
65 


Thr 


Arg 


He 


Trp 


Leu 


Thr 


Gly 


Tyr 
80 


Cys 


Lys 


Ala 


Lys 


Leu 


Leu 


Glu 


Pro 
95 


Val 


Pro 


Val 


Arg 


Val 


Asn 


Glu 


Asn 
110 


Thr 


His 


Asn 


He 


Leu 


Lys 


Phe 


Leu 
125 


Lys 


Lys 


Lys 


Val 


Val 


Gly 


He 


Thr 
140 


Met 


He 


Asp 


Asn 


Phe 


Val 


Phe 


Gly 
155 


Gin 


Ala 


Ser 


Phe 


Ser 


Phe 


Ala 


Arg 
170 


Tyr 


Gly 


Ser 


Lys 


Gly 


Lys 


Val 


Lys 
185 


Lys 


Leu 


Lys 


Ser 


He 


Phe 


Asp 


Asn 
200 


Tyr 


Tyr 


He 


Leu 


Leu 


Arg 


Ser 


Cys 
215 


Lys 


Thr 


Leu 


Phe 


Gly 


Leu 


Arg 


His 
230 


Cys 


Gin 


Trp 


Ser 


Asn 


His 


Leu 


Glu 
245 


Glu 


Ala 


Asp 


Pro 


He 


Cys 


Leu 


His 
260 


Lys 


Leu 


Gin 


Val 


Glu 


Arg 


Tyr 


Lys 
275 


Ala 


Leu 


Val 


Ser 


Asp 


Thr 


Pro 


Gly 
290 


Ala 


Thr 


Pro 


Gly 


Asn 


Leu 


Pro 


Lys 
305 


Pro 


Val 


Glu 



He 


Leu 


Tyr 

J: 


His 


Lys 


Ser 


Leu 




490 










495 


His 


Leu 


Leu 


Lys 


Asn 


Thr 


Ser 




505 










510 


He 


Ser 


Leu 


Asp 


Pro 


Leu 


Pro 




10 










15 


Pro 


Pro 


Thr 


Leu 


Arg 


Leu 


Pro 




25 










30 


He 


Leu 


Thr 


Glu 


Arg 


His 


Pro 




40 










45 


Tyr 


Ser 


Pro 


Leu 


Val 


Asn 


Thr 




55 










60 


He 


Ser 


Glu 


Glu 


Tyr 


He 


Lys 




70 










75 


Tyr 


Phe 


Tyr 


Gly 


Leu 


Arg 


Val 




85 










90 


Ser 


Val 


Thr 


Arg 


Cys 


Ser 


Phe 




100 










105 


Leu 


Gin 


He 


His 


Ala 


Gly 


Asp 




115 










120 


Lys 


Pro 


Glu 


Asp 


Ala 


Phe 


Cys 




130 










135 


Leu 


Tyr 


Pro 


Arg Asp 


Ser 


Trp 




145 










150 


Leu 


Thr 


Asp 


Gly Val 


Gly 


He 




160 










165 


Asp 


Phe 


Tyr 


Ser 


Met 


His 


Tyr 




175 










180 


Lys 


Thr 


Ser 


Ser 


Ser 


Asp 


Tyr 




190 
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Glu 
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He 
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240 
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Ala 


Leu 
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Val 


Lys 


Cys 


Leu 


Leu 




355 










360 


Asn 


Val 


Ala 


Arg 


Thr 


Leu 


Met 




370 










375 


Phe 


Val 


Asp 


Asn 


Ala 


Lys 


He 




385 










390 


Pro 


Leu 


Tyr 


Glu 


Phe 


Glu 


Asp 




400 










405 


Ala 


Leu 


Ala 


Ala 


Ala 


Asp 


Arg 




415 










420 


Asn 


Ala 


Arg 


Gly 


Phe 


Asn 


Met 




430 










435 


Val 


Asn 


Phe 


Ser 


Ser 


Val 


Thr 




445 










450 


Glu 


Gin 


Leu 


Glu 


Gin 


Leu 


He 




460 










465 


Leu 


Met 


Asp 


Thr 


Arg 


Glu 


Ser 




475 










480 


Ala 


Ser 


Lys 


Arg 


Lys 


Leu 


Val 




490 










495 


Thr 


Phe 


Val 


Val 


Met 


Arg 


His 




505 










510 


Gly 


Ala 


Gly 


Asp 


Leu 


Cys 


Pro 




520 










525 


Leu 


Leu 


Gly 


Ser 


Ser 


Leu 


Phe 




535 










540 


Gly 


Cys 


Tyr 


Phe 


Cys 


Asn 


Asp 




550 










555 


Arg 


Asp 


Arg 


Thr 


Leu 


Asp 


Gin 




565 










570 


Leu 


Ala 


Val 


He 


Ala 


Gly 


Ala 




580 










585 


Val 


Leu 


Gin 


His 


Pro 


Glu 


Gly 




595 










600 


Asp 


Asp 


Arg 


Met 


Asn 


Glu 


Pro 




610 










615 


His 


Gin 


He 


Arg 


Gly 


Phe 


Leu 




625 










630 


Val 


Ser 


Leu 


Ala 


Phe 


Asp 


Lys 




640 










645 


Leu 


Asp 


Gin 


Tyr 


Glu 


Arg 


Glu 




655 










660 


Phe 


Asn 


Ser 


Ser 


His 


Ser 


Phe 




670 










675 


Leu 


Leu 


His 


Gin 


Glu 


Thr 


Gin 




685 










690 


Asp 


Asp 


Glu 


Thr 


He 








700 














16 













PF-0651-1 DIV 



<211> 145 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 15 



Met 


Thr 


Leu 


Pro 


Ser 


1 








5 


Leu 


Ser 


Pro 


Gly 


Thr 
20 


Arg 


Val 


He 


Asn 


Gin 

35 


He 


Thr 


Pro 


Arg 


Met 
50 


Asp 


Ser 


Cys 


Gin 


Val 
65 


Pro 


Gly 


Arg Gly 


Gly 










80 


Ala 


Gin 


Gly Asp 


Ser 










95 


Gly Arg 


He 


Phe 


Gin 










110 


Ala 


Gin 


Arg 


Asn 


Lys 
125 


Arg 


Asp 


Trp 


He 


Lys 
140 



<210> 16 
<211> 518 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 
<223> Incyte ID No: 

<400> 16 



Met 


Arg 


Lys 


Val 


Lys 


1 








5 


Ser 


Trp 


Arg 


Ser 


Phe 










20 


Ala 


Thr 


Thr 


Gly 


Thr 










35 


Thr 


Asp 


Asp 


Pro 


Ala 










50 


Asp Gly 


Leu 


Arg 


Ser 










65 


Leu 


He 


Val 


Asn 


Lys 










80 


Thr 


Asp 


Glu 


Ser 


Gly 










95 


Met 


Pro 


Tyr 


Gly 


Ser 










110 


Pro 


Lys 


Lys 


Val 


Arg 










125 


Gin 


Met 


Leu 


Asp 


His 



2634725CD1 



Lys 


Gin 


Pro 


Gly 


Ser 
10 


Gly 


Ala 


Leu 


He 


Leu 

25 


Thr 


Thr 


Cys 


Glu 


Asn 
40 


Met 


Cys 


Val 


Gly 


Phe 
55 


Ala 


Pro 


Gly 


Ala 


Gly 
70 


Thr 


Gly 


Asp 


Ser 


Pro 
85 


Gly 


Gly 


Pro 


Leu 


Ser 
100 


Ala 


Gly 


Val 


Val 


Ser 
115 


Pro 


Gly 


Val 


Tyr 


Thr 
130 


Glu 


Asn 


Thr 


Gly Val 










145 



2643110CD1 



Lys 


Leu 


Arg 


Leu Asp 










10 


Ser 


Leu 


Asn 


Ser 


Glu 










25 


Pro 


Thr 


Ala 


Asp 


Arg 










40 


Ala 


Arg 


Phe 


Gin 


Val 










55 


He 


He 


His 


Gly 


Ser 










70 


Ala 


Pro 


His 


Asp 


Phe 










85 


Pro 


His 


Ser 


His 


Arg 










100 


Arg 


Glu 


Asn 


Ser 


Leu 










115 


Lys 


Glu 


Ala 


Leu 


Leu 










130 


Phe 


Gin 


Ala 


Thr 


Pro 



Gin 


Pro 


Arg 


Pro 


Ala 
15 


Gin 


Lys 


Gly 


Glu 


He 
30 


Leu 


Leu 


Pro 


Gin 


Gin 
45 


Leu 


Ser 


Gly 


Gly 


Val 
60 


Gly 


Arg 


Gin 


Val 


Gly 
75 


Ala 


Gly 


Leu 


Val 


Ser 
90 


Ser 


Val 


Glu 


Ala 


Asp 
105 


Trp 


Gly 


Asp 


Gly 


Cys 
120 


Arg 


Leu 


Pro 


Leu 


Phe 
135 



Lys 


Glu 


Asn 


Thr 


Gly 
15 


Gly 


Ala 


Glu 


Arg 


Met 
30 


Cys 


Asp 


Ala 


Ala 


Ala 
45 


Gin 


Lys 


His 


Ser 


Trp 
60 


Arg 


Lys 


Tyr 


Ser 


Gly 
75 


Gin 


Phe 


Val 


Gin 


Lys 
90 


Leu 


Tyr 


Tyr 


Leu 


Gly 
105 


Leu 


Tyr 


Ser 


Glu 


He 
120 


Leu 


Leu 


Ser 


Trp 


Lys 
135 


His 


His 


Gly 


Val 


Tyr 



17 



PF-0651-1 DIV 











140 








Ser 


Arg 


Glu 


Glu 


Glu 
155 


Leu 


Leu 


Arg 


Phe 


Gly 


He 


Thr 


Ser 
170 


Tyr 


Asp 


Phe 


Leu 


Phe 


Gin 


Ala 


Ser 
185 


Asn 


Ser 


Leu 


Lys 


Asn 


Gly 


Phe 


Met 

200 


Val 


Ser 


Pro 


Thr 


Gin 


Cys 


Ser 


Gly 
215 


Pro 


Arg 


Met 


Asp 


Pro 


Asp 


Phe 


Phe 
230 


Ser 


Phe 


He 


Ala 


Asn 


He 


Glu 


Thr 

245 


Gly 


Glu 


Glu 


Gin 


Gly 


Leu 


Ser 


Asn 
260 


Val 


Leu 


Asp 


Ala 


Thr 


Phe 


Val 


He 
275 


Gin 


Glu 


Glu 


Trp 


Trp 


Cys 


Pro 


Thr 
290 


Ala 


Ser 


Trp 


Thr 


Leu 


Arg 


He 


Leu 
305 


Tyr 


Glu 


Glu 


Val 


He 


His 


Val 


Pro 
320 


Ser 


Pro 


Ala 


Ser 


Tyr 


Arg 


Tyr 


Pro 
335 


Arg 


Thr 


Gly 


Leu 


Lys 


Leu 


Ala 


Glu 
350 


Phe 


Gin 


Thr 


Ser 


Thr 


Gin 


Glu 


Lys 
365 


Glu 


Leu 


Val 


Pro 


Lys 


Val 


Glu 


Tyr 
380 


He 


Ala 


Arg 


Lys 


Tyr 


Ala 


Trp 


Ala 
395 


Met 


Phe 


Leu 


Gin 


Leu 


Val 


Leu 


Leu 
410 


Pro 


Pro 


Ala 


Asn 


Glu 


Glu 


Gin 


Arg 
425 


Leu 


Ala 


Ser 


Val 


Gin 


Pro 


Tyr 


Val 
440 


Val 


Tyr 


Glu 


Asn 


Val 


His 


Asp 


lie 
455 


Phe 


Tyr 


Pro 


Asp 


Glu 


Leu 


Cys 


Phe 
470 


Leu 


Arg 


Ala 


Cys 


His 


Leu 


Tyr 


Lys 
485 


Val 


Thr 


Ala 


Asp 


Trp 


Ser 


Glu 


Pro 
500 


Phe 


Ser 


Pro 


Thr 


Asn 


Ala 


Val 


Asp 
515 


Ser 


Ser 


Arg 



<210> 17 

<211> 476 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 





145 










150 


Glu 


Arg 
160 


Lys 


Arg 


Leu 


Gly 


Val 
165 


His 


Ser 
175 


Glu 


Ser 


Gly 


Leu 


Phe 
180 


Phe 


His 
190 


Cys 


Arg 


Asp 


Gly 


Gly 
195 


Met 


Lys 
205 


Pro 


Leu 


Glu 


He 


Lys 
210 


Asp 


Pro 
220 


Lys 


He 


Cys 


Pro 


Ala 
225 


Asn 


Asn 
235 


Ser 


Asp 


Leu 


Trp 


Val 
240 


Arg 


Arg 
250 


Leu 


Thr 


Phe 


Cys 


His 
255 


Asp 


Pro 
265 


Lys 


Ser 


Ala 


Gly 


Val 
270 


Phe 


Asp 
280 


Arg 


Phe 


Thr 


Gly 


Tyr 
285 


Glu 


Gly 
295 


Ser 


Glu 


Gly 


Leu 


Lys 
300 


Val 


Asp 
310 


Glu 


Ser 


Glu 


Val 


Glu 
315 


Leu 


Glu 

325 


Glu 


Arg 


Lys 


Thr 


Asp 
330 


Ser 


Lys 
340 


Asn 


Pro 


Lys 


He 


Ala 
345 


Asp 


Ser 
355 


Gin 


Gly 


Lys 


He 


Val 
360 


Gin 


Pro 
370 


Phe 


Ser 


Ser 


Leu 


Phe 
375 


Ala 


Gly 
385 


Trp 


Thr 


Arg 


Asp 


Gly 
390 


Asp 


Arg 
400 


Pro 


Gin 


Gin 


Trp 


Leu 
405 


Leu 


Phe 
415 


He 


Pro 


Ser 


Thr 


Glu 
420 


Ala 


Arg 
430 


Ala 


Val 


Pro 


Arg 


Asn 
435 


Glu 


Val 
445 


Thr 


Asn 


Val 


Trp 


He 
450 


Phe 


Pro 
460 


Gin 


Ser 


Glu 


Gly 


Glu 
465 


Asn 


Glu 
475 


Cys 


Lys 


Thr 


Gly 


Phe 
480 


Val 


Leu 
490 


Lys 


Ser 


Gin 


Gly 


Tyr 
495 


Gly 


Glu 
505 


Gly 


Glu 


Gin 


Ser 


Leu 
510 



18 



PF-0651-1 DIV 



<223> Incyt< 

<400> 17 
Met Trp Thr 
1 

Glu lie Trp 
Leu Glu Ala 
Arg Phe Lys 
Gly Cys Cys 
Ala Ala Asn 
Asn Ser Asp 
Lys Glu Trp 
Phe Lys Asp 
Asn Cys Asn 
Gin His Val 
Lys Gly Asp 
Gly Met Thr 
Pro Pro Ser 
Leu Pro Ala 
Asn Gly Leu 
Ala Ala Ser 
He Ala He 
Gin Asn Leu 
Ser Gly Ser 
Leu Val Ser 
Thr Asn Asn 
Lys Arg His 
Asn Arg He 
Glu Thr Glu 
Ala He Met 
He Tyr Arg 
Arg Lys Leu 



i ID 


No: 


270: 


Gly 


Tyr 


Lys 




5 




Met 


Glu 


Lys 




20 




Tyr 


Phe 


Thr 




35 




Arg 


Ala 


He 




50 




Glu 


Asp 


Arg 




65 




Ala 


Leu 


Cys 




80 




Cys 


Cys 


Pro 




95 




Pro 


Pro 


His 




110 




Gly 


Gin 


His 




125 




Ser 


Cys 


Thr 




140 




Cys 


Leu 


Val 




155 




Tyr 


Gly 


Trp 




170 




Leu 


Glu 


Asp 




185 




Pro 


Met 


Leu 




200 




Thr 


Thr 


Asp 




215 




Asp 


Gly 


Leu 




230 




Trp 


Ala 


Phe 




245 




Gin 


Ser 


Lys 




260 




He 


Ser 


Cys 




275 




He 


Asp 


Arg 




290 




His 


Ala 


Cys 




305 




Gly 


Cys 


Ala 




320 




Ala 


Thr 


Lys 




335 




Tyr 


Gin 


Cys 




350 




He 


Met 


Lys 




365 




Gin 


Val 


Arg 




380 




His 


Val 


Thr 




395 




Gin 


Thr 


His 




410 





6CD1 



He 


Leu 


He 


m n 


iyr 


Leu 


Arg 


Asn 


His 


Phe 


Gin 


Gly 




Asp 


oiy 


ryr 


v-«y •=» 


Asp 


Asp 


Tvr 


Lys 


Thr 


Gin 


Pm 

LZ ±, 




Glu 


Glu 


Cys 






Arg 


Ser 


Glu 


Thr 


Ala 


Gin 


Glv 

J: 


Phe 


Lys 


Leu 


Ser 


Met 


Leu 


Pro 


Glu 




Ala 
r\ ± ct 


rl_L b> 




1 ill. 


nla 


\j_L_y 


Arg 


Tyr 


Cys 


Ala 


Lys 


Ala 


U P 


1 ip 


ryr 


XT X. U 


Leu 


Met 


Ala 


Ser 


Pro 


Cys 


Pro 


Ser 


Pro 


Pro 


Glu 


He 


Met 


Glu 


Asp 


Phe 


Ser 


Thr 


Asn 


Ala 


Val 


Lys 



Phe 


Ser 


Tyr 


10 






Ser 


Gin 


Arg 


25 






Thr 


Val 


Leu 


40 






Gin 


Tyr 


Cys 


55 






Cys 


Val 


Thr 


70 






Lys 


Phe 


Cys 


85 






Ser 


Phe 


Cys 


100 






Trp 


Tyr 


Pro 


115 






Gly 


Ser 


Val 


130 






Gin 


Gin 


Trp 


145 






Leu 


He 


Glu 


160 






Asn 


Tyr 


Ser 


175 






Phe 


Arg 


Leu 


190 






Asn 


Glu 


Met 


205 






Phe 


Leu 


Leu 


220 






Trp 


He 


Lys 


235 






Ser 


Val 


Ala 


250 






Thr 


Ala 


Asn 


265 






Asn 


Arg 


His 


280 






Tyr 


Leu 


Arg 


295 






Phe 


Lys 


Asp 


310 






Arg 


Ser 


Asp 


325 






Asn 


Asn 


Val 


340 






Tyr 


Arg 


Val 


355 






Gin 


Asn 


Gly 


370 






Phe 


His 


Tyr 


385 






Lys 


Glu 


Ser 


400 






Leu 


Thr 


Gly 


415 







Leu 


Thr 


Thr 






15 


Glu 


Val 


Asp 






30 


Gin 


Gly 


Thr 






45 


Arg 


Asn 


Phe 






60 


Glu 


Phe 


Tyr 






75 


Asp 


Arg 


Glu 






90 


Arg 


Glu 


Glu 






105 


Glu 


Gly 


Cys 






120 


He 


Lys 


Glu 






135 


Lys 


Cys 


Ser 






150 


Gin 


Val 


Asn 






165 


Gin 


Phe 


Trp 






180 


Gly 


Thr 


Leu 






195 


Thr 


Ala 


Ser 






210 


Leu 


Leu 


He 






225 


Lys 


He 


Cys 






240 


Ala 


Asp 


Arg 






255 


Leu 


Ser 


Pro 






270 


Gly 


Cys 


Asn 






285 


Lys 


Arg 


Gly 






300 


Gin 


Asn 


Ala 






315 


Gly 


Arg 


Gly 






330 


Glu 


Lys 


Ser 






345 


Ser 


Ser 


Asn 






360 


Pro 


Val 


Gin 






375 


Lys 


Thr 


Gly 






390 


Glu 


Lys 


Tyr 






405 


Trp 


Gly 


Thr 






420 



PF-0651-1 DIV 



Leu Arg Gly Ala 


Gin 


Gly Gin Lys 


Glu 


Lys 


Phe 


Trp 


He 


Ala 


Ala 




425 








430 










435 


Asn Ser Trp Gly 


Lys 
440 


Ser Trp 


Gly 


Glu 


Asn 
445 


Gly 


Tyr 


Phe 


Arg 


He 
450 


Leu Arg Gly Val 


Asn 
455 


Glu Ser 


Asp 


He 


Glu 
460 


Lys 


Leu 


He 


He 


Ala 
465 


Ala Trp Gly Gin 


Leu 
470 


Thr Ser 


Ser 


Asp 


Glu 
475 


Pro 











<210> 18 

<211> 229 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 3134404CD1 

<400> 18 



Met 


Pro 


Cys 


Ala 


Gin 


Arg 


Ser 


Trp 


Leu 


Ala 


Asn 


Leu 


Ser 


Val 


Val 


1 








5 










10 










15 


Ala 


Gin 


Leu 


Leu 


Asn 


Phe 


Gly Ala 


Leu 


Cys 


Tyr 


Gly 


Arg 


Gin 


Leu 










20 










25 










30 


Gin 


Pro 


Gly 


Pro 


Val 


Arg 


Phe 


Pro 


Asp 


Arg 


Arg 


Gin 


Glu 


His 


Phe 










35 










40 










45 


He 


Lys 


Gly 


Leu 


Pro 


Glu 


Tyr 


His 


Val 


Val 


Gly 


Pro 


Val 


Arg 


Val 










50 










55 










60 


Asp 


Ala 


Ser 


Gly 


His 


Phe 


Leu 


Ser 


Tyr 


Gly 


Leu 


His 


Tyr 


Pro 


He 










65 










70 










75 


Thr 


Ser 


Ser 


Arg 


Arg 


Lys 


Arg 


Asp 


Leu 


Asp 


Gly 


Ser 


Glu 


Asp 


Trp 










80 










85 










90 


Val 


Tyr 


Tyr 


Arg 


He 


Ser 


His 


Glu 


Glu 


Lys 


Asp 


Leu 


Phe 


Phe 


Asn 










95 










100 










105 


Leu 


Thr 


Val 


Asn 


Gin 


Gly 


Phe 


Leu 


Ser 


Asn 


Ser 


Tyr 


He 


Met 


Glu 










110 










115 










120 


Lys 


Arg 


Tyr 


Gly 


Asn 


Leu 


Ser 


His 


Val 


Lys 


Met 


Met 


Ala 


Ser 


Ser 










125 










130 










135 


Ala 


Pro 


Leu 


Cys 


His 


Leu Ser Gly Thr Val 


Leu 


Gin 


Gin 


Gly 


Thr 










140 










145 










150 


Arg 


Val 


Gly 


Thr 


Ala 


Ala 


Leu 


Ser 


Ala 


Cys 


His 


Gly 


Leu 


Thr 


Gly 










155 










160 










165 


Phe 


Phe 


Gin 


Leu 


Pro 


His 


Gly Asp 


Phe 


Phe 


He 


Glu 


Pro 


Val 


Lys 










170 










175 










180 


Lys 


His 


Pro 


Leu 


Val 


Glu 


Gly Gly Tyr 


His 


Pro 


His 


He 


Val 


Tyr 










185 










190 










195 


Arg 


Arg 


Gin 


Lys 


Val 


Pro 


Glu 


Thr 


Lys 


Glu 


Pro 


Thr 


Cys 


Gly 


Leu 










200 










205 










210 


Lys 


Gly 


He 


Val 


Thr 


His 


Met 


Ser 


Ser 


Trp 


Val 


Glu 


Glu 


Ser 


Val 










215 










220 










225 


Leu 


Phe 


Phe 


Trp 

























<210> 19 

<211> 3159 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 



20 



PF-0651-1 DIV 



<223> Incyte ID No: 155179CB1 



<400> 19 

gcagggacga 

ccgcaagggg 

aaagtgaatg 

gaaaagcatg 

gtcttgctgg 

aaggtcttca 

tccaactcca 

tacagcggag 

gagggcagcg 

gaggccgagc 

ctgaagtcct 

aggacccagg 

ttcaccacgc 

ctgcgggggg 

tgcgacgagc 

cacgccctgg 

tcccagaacg 

gaggccacct 

caggggacat 

tggaacattg 
ctggagcccg 
aaatactgcg 
cgcttccact 
gactccagtg 
gagctgcgct 
tgcgacgccg 
tgcgacagtg 
cagaccttca 
gacgactgtg 
accaaacaca 
gacgggaagg 
tcattcacga 
tggcaggtaa 
cccaactggc 
gaccccacgc 
ggggtgcagg 
ttcgactatg 
cggcccatct 
acgggctggg 
atccgcgtca 
atgatgtgcg 
cccctgtcca 
gacggctgcg 
tggatcaaag 
ggccacccat 
caccagcgcc 
aaaacctctc 
gtggttctac 
caagctgggc 
aacggagctt 
cccttgggcc 
tgagactgaa 
tgagtaaaac 



cgcctgtgag 

agggggccga 

gcttggagga 
gcccggggcg 
ggatcggctt 
atggctacat 
ctgagtttgt 
tcccattcct 
tcatcgccta 
gcgtcatggc 
ttgtggtcac 
acaacagctg 
ccggcttccc 
acgccgactc 
gcggcagcga 
tgcagttgtg 
tcctgctcat 
tcttccagct 
tcaacagccc 
aggtgcccaa 
gcgtgcctgc 
gagagaggtc 
cagatcagtc 
acccatgccc 
gtgatggctg 
gccaccagtt 
tgaacgactg 
ggtgttccaa 
gggacgggtc 
cctaccgctg 
aggactgtag 
gacaggctcg 
gcctgcatgc 
tggtctctgc 
agtggacggc 
agcgcaggct 
acatcgcgct 
gcctgccgga 
gacacaccca 
tcaaccagac 
tgggcttcct 
gcgtggaggc 
ctcagaggaa 
agaacactgg 
cgtccacccc 
cccagaacat 
gcttcctcag 
tgacccaact 
cgaggcgcgt 
cggagcctcc 
acgctcttga 
attgttttac 
attttatttc 



acccgcgagc 
agacttcggc 
aggcgtggag 
ctgggtggtg 
cctggtgtgg 
gaggatcaca 
aagcctggcc 
gggcccctgc 
ctactggtct 
cgaggagcgc 
ctcagtggtg 
cagctttggc 
tgacagcccc 
agtgctgagc 
cctggtgacg 
tggcacctac 
cacactgata 
gcctaggatg 
ctactaccca 
caaccagcat 
gggcacctgc 
ccagttcgtc 
ctacaccgac 
ggggcagttc 
ggccgactgc 
cacgtgcaag 
cggagacaac 
tgggaagtgc 
cgacgaggcc 
cctcaatggg 
cgacggctca 
tgttgttggg 
tctgggccag 
cgcacactgc 
cttcctgggc 
caagcgcatc 
gctggagctg 
cgcctcccat 
gtatggaggc 
cacctgcgag 
cagcggcggc 
ggatgggcgg 
caagccaggc 
ggtatagggg 
agtgtgcacg 
acactgtgaa 
cctccaaagt 
gggggcaaag 
ttgtgtatat 
tcagtgaagg 
ggaagcccag 
cagctcccag 
tttttaaaaa 



ggcctcgggg 
gcgggactca 
ttcctgccag 
ctggcagccg 
catttgcagt 
aatgagaatt 
agcaaggtga 
cacaaggagt 
gagttcagca 
gtagtcatgc 
gctttcccca 
ctgcacgccc 
taccccgctc 
ctcaccttcc 
gtgtacaaca 
cctccctcct 
accaacactg 
agcagctgtg 
ggccactacc 
gtgaaggtgc 
cccaaggact 
gtcaccagca 
accggcttct 
acgtgccgca 
accgaccaca 
aacaagttct 
agcgacgagc 
ctctcgaaaa 
tcctgcccca 
ctctgcttga 
gatgagaagg 
ggcacggatg 
ggccacatct 
tacatcgatg 
ttgcacgacc 
atctcccacc 
gagaaaccgg 
gtcttccctg 
actggcgcgc 
aacctcctgc 
gtggactcct 
atcttccagg 
gtgtacacaa 
ccggggccac 
cctgcaggct 
ctcaatctcc 
ggagctggga 
gtttgaagac 
ctgcctcccc 
tggtggggct 
gctcggagga 
ggtggacttc 
aaaaaaaaa 



accatgggga 
agtacaactc 
tcaacaacgt 
tgctgatcgg 
accgggacgt 
ttgtggatgc 
aggacgcgct 
cggctgtgac 
tcccgcagca 
tgcccccgcg 
cggactccaa 
gcggtgtgga 
atgcccgctg 
gcagctttga 
ccctgagccc 
acaacctgac 
agcggcggca 
gaggccgctt 
cacccaacat 
gcttcaaatt 
acgtggagat 
acagcaacaa 
tagctgaata 
cggggcggtg 
gcgatgagct 
gcaagcccct 
aggggtgcag 
gccagcagtg 

aggtgaacgt 

gcaagggcaa 
actgcgactg 
cggatgaggg 
gcggtgcttc 
acagaggatt 
agagccagcg 
ccttcttcaa 
cagagtacag 
ccggcaaggc 
tgatcctgca 
cgcagcagat 
gccagggtga 
ccggtgtggt 
ggctccctct 
ccaaatgtgt 
ggagactgga 

agggctccaa 

ggtagaaggg 
acagcctccc 
tgtctgtaag 
gccggatctg 
ccctggaaaa 
agtgtgtgta 



gcgatcgggc 
ccggcacgag 
caagaaggtg 
cctcctcttg 
gcgtgtccag 
ctacgagaac 
gaagctgctg 
ggccttcagc 
cctggtggag 
ggcgcgctcc 
aacagtacag 
gctgatgcgc 
ccagtgggcc 
ccttgcgtcc 
catggagccc 
cttccactcc 
tcccggcttt 
acgtaaagcc 
tgactgcaca 
cttctacctg 
caacggggag 
gatcacagtt 
cctctcctac 
tatccggaag 
caactgcagt 
cttctgggtc 
ttgtccggcc 
caatgggaag 
cgtcacttgt 
ccctgagtgt 
tgggctgcgg 
cgagtggccc 
cctcatctct 
caggtactca 
cagcgcccct 
tgacttcacc 
ctccatggtg 
catctgggtc 
aaagggtgag 
cacgccgcgc 
ttccggggga 
gagctgggga 
gtttcgggac 
acacctgcgg 
ccgctgactg 
atctgcctag 
gaggacactg 
ccgccagccc 
gagcagcggg 
ggctgtgggg 
cagacgggtc 
tttgtgtaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3159 



<210> 20 
<211> 1355 



21 



PF-0651-1 DIV 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2415780CB1 



<400> 20 

tgaatttaat 

gtggaaagct 

gagtcctgtc 

agcgccaata 

cggacttacg 

cgagctgtta 

gatatcgact 

gctgttgtgg 

tgtataggcc 

tatgtgagtg 

ggggaaacca 

atttctaacg 

ctggttgagc 

ttcattgagg 

tgtttctccc 

gcacattgtg 

caggagatga 

agattctgta 

ggacacagga 

gaggtgacct 

aacccaaagg 

atagactcca 

tatttttggt 



cctactcact 
gcggcccagc 
ggcgttttct 
agattggcgt 
tcacgcctcc 
tcctagacct 
gcattgcata 
cccgtactgt 
acattgagat 
gaggaaatac 
tcgatattgc 
acccaagtcc 
tgccatacac 
atgtagccca 
tgcaggaaac 
gctcccagga 
tggcaacaat 
ttgacaatgg 
ccccactcag 
ggagggacta 
accccgtgcc 
agcaaggctt 
tttttggttt 



atagggaatt 
gcggactagt 
cccagcctcc 
gggcgtggtg 
tggcacagga 
gctgcaggag 
caccaagggc 
ggcccagctg 
gggccgcctc 
gcaggtgatt 
agtgggtaat 
aggatacaac 
tgtaaagggg 
tcggatgctg 
tgtgtttgca 
ggccctcatt 
gtgccaggaa 
agcgatgata 
tgattctggg 
ataagatcaa 
tcaatctcta 

ggggtccttt 

tgtaaaaaaa 



tggccctcga 
gaggacctcc 
gccatgccgg 
cgggatggca 
ttccttccag 
gcactaacag 
cctggcatgg 
tggaataagc 
atcactggag 
gcatactcgg 
tgtctggatc 
attgaacaga 
atggacgtct 
gccacaggcg 
atgctggtag 
gtgggaggag 
cgtggagccc 
gcccaggctg 
gttacacaga 
cagaatcaga 
tcctgatgtc 
atggaacccc 
aaaaa 



ggccaagaat 
acagctcctg 
cggtgctggg 
aggtgctggc 
gtgatacagc 
agtctggatt 
gtgccccact 
cattggtggg 
ccaccagccc 
aacatcgtta 
gttttgctcg 
tggcaaagcg 
cattctcagg 
agtgtactcc 
agatcacaga 
tggggtgtaa 
ggctttttgc 
gctgggagat 
ggtatcggac 
gtagatagtt 
atgggagtcc 
aggatgactc 



tcggcacgag 
acattgccag 
ttttgaaggc 
gaacccgcgg 
caggcatcac 
aacctcccag 
ggtttctgtg 
tgtgaaccac 
aaccgtgttg 
ccgtatcttt 
agtgctgaag 
aggcaagaag 
gatcctgtct 
tgaggatctg 
gcgagccatg 
tgtgaggcta 
tacagatgag 
gtttcgggct 
agatgaagta 
ccttaatcgg 
tagcaaagct 
agcaataaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1355 



<210> 21 

<211> 1601 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2879274CB1 



<400> 21 

ccccgcccac 

tcctgctgct 

cggcttccag 

caacaagacc 

atcttcttct 

gtcgcggact 

gaagtcgctg 

ggagcaggcc 

ccaggatgcc 

gaggatgaag 

tgtggcaggc 

ccagagtccc 

cctacaggga 

cgagaaggac 

gatggactac 

gggctgtgat 

gctggtctac 



gtgacgggcg 
ggcgctcggg 
gagcgcttct 
ttccctcagc 
acactgggaa 
ggcggccgag 
ccgttcggtg 
ctggccgact 
cccgccatcg 
tatccccacc 
ctcggcgact 
aaatgcaccc 
gcctacgaca 
ctgacccagc 
ccctacccca 
cggctgctga 
aacgcctcgg 



cccgcggaag 
ctgcgcggcc 
tccagcagcg 
gcttcctggt 
cgagggcgac 
cggggggctc 
cgcagtccac 
tcgcagagct 
ccttcggtgg 
tggtggcggg 
ccaaccagtt 
agggtgtgcg 
cggtccgctg 
tcttcatgtt 
ctgacttcct 
gtgaggccca 
gctccgagca 



gcgacatggg 
tccaggcggg 
tctggaccac 
gtcgggttct 
gtgtgggcct 
tactggtctt 
gcagcgcggg 
gctccgcgcg 
aagttatggg 
ggcgctggcg 
cttccgggac 
ggaagcgttc 
ggagttcggc 
cgcccggaat 
gggtcccctc 
gaggatcacg 
ctgctacgac 



ctccgctccc 
ggcccgcagg 
ttcaacttcg 
gggtccgggg 
tcgccaacaa 
cgcggacacc 
cacacggagc 
ctacgacgcg 
gggatgctca 
gccagcgcgc 
gtcacggcgg 
cgacagatca 
acctgccagc 
gccttcaccg 
cctgccaacc 
gggctgcgag 
atctaccggc 



tgggccccgg 
tccggatccc 
agcgcttcgg 
cgaggggccc 
ctcgggcttc 
gctactacgg 
tgctgacggt 
acctcggggc 
gtgcctacct 
ccgttctagc 
actttgaggg 
aggacttgtt 
cgctgtcaga 
tgctggccat 
ccgtcaaggt 
cactggcagg 
tctaccacag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 



22 



PF-0651-1 DIV 



ctgtgctgac 
ctgcaccgag 
gcccttcact 
gcccgactgg 
cttctccaac 
ctcagtcatc 
cccagaagat 
gtgggtaaag 
cctctgagca 
gcagctggcg 



cccactggct 
atcaacctga 
gacgagctcc 
ctgctgacca 
gggaacctgg 
gccgtcacca 
cctgcttccg 
gcagccaggc 
caggactgga 
gcagagggaa 



gcggcaccgg 
ccttcgccag 
gccagcggta 
gcttctgggg 
acccctgggc 
tccagggggg 
tggttgaggc 
gtgagcagca 
ggggtctcaa 
ggggctgaat 



ccccgacgcc 
caacaatgtg 
ctgcctggac 
gggtgatctt 
agggggcggg 
agcgcaccac 
gcggaagctg 
gccagctctg 
ggctcctcat 
aaacgcctgg 



agggcctggg 
accgatatgt 
acctggggcg 
agagccgcca 
attcggagga 
ctcgacctca 
gaggccacca 
cgtggggggc 
ggagtggggg 
t 



actaccaggc 
tccccgacct 
tgtggccccg 
gcaacatcat 
acctgagtgc 
gagcctccca 
tcatcggcga 
ccagactcag 
cttcactcaa 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1601 



<210> 22 
<211> 2364 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 358050CB1 



<400> 22 

tggcaagatg 

cgatcccctg 

tgtcagtcga 

aaaatactgg 

cttcatagat 

ggcctgggat 

gaaagagggt 

tcctgacgat 

gttattggga 

tacagctgcc 

ttgcatacat 

aaatgaagtt 

gtttattata 

aggtggcttc 

agcaacaact 

tgtacatcca 

acttcctgag 

tgacgtggaa 

tcgggtatat 

atattatacc 

attccatatg 

tgaatatgaa 

ttcagcagat 

tgatgttccc 

gaagcactag 

tgttctctgc 

gtgacactac 

gaaatgggaa 

gaacggacat 

gaactgtttt 

cattctgtga 

taggctaatc 

caact tgaac 

gctaagacct 

aacatgatga 

cacagatgca 

agattgttca 

cctttataca 



gcggccatgg 
ctcctcatct 
agacttagcc 
ctgatatctg 
acttactctg 
gatctcaaga 
gctcgagagg 
tatcgatgtt 
agcatggcac 
ggaggattcc 
actggtttga 
ttctaccaat 
ggtgctactt 
cccatcatca 

ggggatatta 

ccccactatt 
aaggcctgtc 
gaagttcaag 
gaatacacaa 
ttccattttc 
gcatgtccaa 
gagatggaag 
atggatgaat 
attcgcagac 
gatgattcta 
atatagcagg 
attaggaatt 
tctttttttt 
acctttgttt 
gaataaggat 
aaagacttct 
catttagtga 
gctagtggtt 
tgactttaaa 
ccttggattt 
tttttgaaat 
caacatctca 
cttgactgtc 



agaccgagac 
tatccttttt 
agctatcaag 
aggaagagaa 
atgtaggaag 
aatatttgga 
aagacctcga 
cataccgaat 
tgtctaatca 
agcagagaca 
gtcagtacat 
gtccagacca 
ttactgactg 
gagaccaaat 
ctgtgtcagt 
tcttcacata 
agttggacag 
gacctggagt 
gctgtaccac 
tttactttaa 
cattcagggt 
aagaggagga 
cagatgaaga 
gccgctgctc 
ggctgttaaa 
aaaac tagca 
ggattgtttg 
ctcttccagg 
taaaatattt 
ttaaaatacc 
tgcagttgtg 
ttcctaatat 
tgtccttaga 
tttttcatca 
aatttaaagt 
gtagtatgta 
tgtagtttaa 
tttgtgataa 



ggcgccgctg 
ggactatcgg 
tcatgatccg 
aacacagaag 
atacattgac 
gcccaggtgt 
tgctgtggaa 
tcacaatgga 
ctatcgttct 
gggactgaaa 
agcagtggaa 
aatggctcga 
gtttacctct 
tttcagatat 
ttccacatcg 
ccgaatcagg 
tcgctattgg 
agttggtgaa 
attctctaca 
agacaagatc 
gtctatagcc 
ggaggaagag 
tgatgaagag 
acgccttttt 
tagatttctc 
tgaaatattg 
ggtttgcttt 
agtcagtgga 
tatacttaca 
tgcacaagga 
agttatttag 
tttgtactca 
caatctgtct 
ctacaacctt 
cttcaacact 
aaagtatgta 
atttgtaaat 
gtgacatgaa 



accctagagt 
gatctaatca 
ctgtggagaa 
aatcagtgtt 
cattatgctg 
cctcggatgg 
gcgcagattg 
cagaagttag 
gaagatttgt 
tactgtctcc 
gctgcagagg 
aatccagctg 
tatgtcaaaa 
gttcacgatc 
tttctgccag 
attgaaatgt 
agaataacaa 
tttccaatca 
acatcaggat 
tttaatgttg 
cgattggaaa 
gaggaagacg 
gagagacgga 
tagcaagcct 
aataatgtaa 
tttcaggccc 
gtgtttttga 
agaatagttc 
aaaatctaga 
tagagagaaa 
aaatgatcaa 
cagagaacta 
ttgaatttaa 
gaatttaatt 
atgcgctt ta 
acgtgctgtt 
actgcttctg 
ttttatgtta 



cgctgcccac 
actgttgtta 
gacattgcaa 
ggaaatctct 
ctattaaaaa 
ttttatctct 
gctgcaagct 
tggt tcctgg 
tagacgtcga 
ctttaacttt 
gccgaaacaa 
ctattgacat 
atgttgtatc 
cagaatgtgt 
aacttagctc 
caaaagatgc 
atgctaaggg 
tcagcccagg 
acatggaagg 
ccattccccg 

tgggtcctga 

aggatgatga 
ggagagtctt 
tctgctgatg 
ataactaaat 

tgggttctat 

ggtagaggaa 
tctagctaag 
aatggagagg 
ctatgtgact 
aatttgtaat 
attgactaaa 
agtctttatc 
tcaggtcttc 
tcatattatt 
tattaacaaa 
ttttgtttct 
ggattaagta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 



23 



PF-0651-1 DIV 



tgttttcctg aaacttggat tttttttgta attatataat tgagagttaa gaatgaaatc 2340 
cttcaagtgt taaaaactcg acat 23 64 

<210> 23 

<211> 531 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 
<223> Incyte ID No: 



700745CB1 



<400> 23 

agcagcggca 

ggactggggc 

ctccgacatc 

cagcgctgct 

agacggggtt 

tgagagggga 

tttgctttcc 

ccccattcac 

acttggaatg 



atgacccctt 
gccgaggcgt 
ggtaagcgct 
tagggaggca 
ggggcggagt 
agatgccctg 
taacttaggt 
tactaacgga 
ctaactaaag 



ggctcgggct 
gcacatgctc 
cctggtgccc 
gggcgagccc 
ggagaaactc 
cagaggaaac 
cgtgaggttc 
ggaagggcta 
tgctgggaaa 



catcgtgctc 
gcccagccac 
cgcccgagcc 
cactcctttc 
gatgtccttg 
tcacagtggc 
ctaccggtcc 
gaagagaagg 
ttgaatagtt 



ctgggcagct 
ccccaggacg 
ccacgctgca 
ctctgcccca 
ggcgggggcg 
tgagggagcc 
ttttgacatc 
gtggggaaag 
aaaaaaaaaa 



ggagcctggg 
ccttctgcaa 
gccaggactg 
ggagaggggc 
ctggcatagc 
cctggccgcc 
tggaaaatgt 
ggttcccaaa 
a 



60 

120 

180 

240 

300 

360 

420 

480 

531 



<210> 24 

<211> 1181 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2026480CB1 



<400> 24 

gcccgcttga 

accattaacc 

tgtgcagagt 

tctccagagg 

catttaaggt 

accgtgatag 

ctgcctgtca 

cagttggtaa 

ctgatgagct 

aagtggggca 

ggacgtggac 

caaaggctac 

tcccctgtcc 

ggaattcctt 

ggctttgcgt 

tgtaactttt 

tcttcattat 

aaatgcttgg 

ccagatttta 

taaacttatt 



ggcgtagggg 
agtacctgca 
tggtgtcttt 
agaagtgtca 
gcacttatgc 
tccaatcatt 
tgtatgcagt 
agaaaggaaa 
gtttccgggt 
tgctgtttct 
attgacgaag 
atatcgcatc 
acggtgtgtt 
tttcacagac 
gaaggctgct 
tgtagttctt 
atcttccagg 
ttaacttaag 
tagcttgcct 
ttatttgcct 



gtggcgctct 
gcaggtgtac 
taaacatcct 
acaagtcttg 
agtggggaat 
cttgcgagca 
agcgcttgac 
aagcaaagtt 
ctgtgccagc 
ggtgaaccag 
ttcagtgtat 
agcatcagaa 
gaaagtacac 
tcggctggtt 
cggctcactt 
tgtgtaaaaa 
atacatctat 
gcaccttttt 
gtatggatgc 
ttgaaaaaga 



ccgttcggcg 
gaagccatcg 
catgttgcaa 
gaaccccctt 
catgacttca 
ttccaggccc 
cttcgagtgt 
ggggacatgt 
gacacccgtg 
ctgtttaaaa 
tctggctaac 
gctggtggtc 
ggagccccga 
ctggagtctt 
ttcctaagtg 
gcgtattctg 
ttttatatat 
aaaagcagaa 
tcctcaattt 
aaaaaaaaaa 



gcgctcccat 
acagcagaga 
acccacgact 
atgatgaaat 
tagaggcata 
acaaagaaga 
ttgccaataa 
tggaaaaagc 
ctggtataga 
tctactttca 
ttgatataca 
agcaagcaga 
ggacggcctg 
tgtgagactt 
tggttcctga 
aatttataca 
taaatttgaa 
tttaatttga 
atgatggggt 
a 



ggcgcacatt 
tggagcatct 
tcaaatggcc 
gtttgcagct 
caagtgccag 
aaactgggct 
tgcagatcaa 
agcagagtta 
ggactctaag 
tgcaggtgga 
tgggacacgt 
acccatttcc 
atgaaaacct 
ctttgaagga 
aggctgtctt 
catggcatgt 
tgtgttatca 
tttaaatttt 
tacatcccaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1181 



<210> 25 

<211> 1617 

<212> DNA 

<213> Homo sapiens 



24 



PF-0651-1 DIV 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 2132401CB1 



<400> 25 

tgaactgggg 

agaggaaaag 

tgaatgtcag 

cacagacaca 

tagtcagcgg 

gaagatccca 

accagtggag 

atggttcttg 

cctatgaatg 

caacaaaaat 

atttgaaagg 

atggctatat 

caagcacct t 

gaaaccataa 

ttgttttggt 

ttattcttag 

agtgttgctt 

gtgccttcca 

atacagtcag 

tgcataagta 

tcactactat 

gtataacccc 

cccactcaag 

gcctatttta 

aactcaaaat 

caaataatga 

tggtagatga 



aacagatatc 
agcgacatag 
cttcgtttgc 
gtattccaca 
tggttttttt 
aaggactatg 
aactgaactg 
ttgtcatttc 
gatttagttc 
aataaaacac 
cagttaagaa 
ttcagtgact 
tttgaataca 
ataatggata 
taatggaaac 
ctcaattaat 
tcctcatccc 
gcacattagt 
gtctcttgag 
ttttgaaagg 
atagtacctt 
caaatgcatg 
ttaataaagt 
tctgtgcctg 
ttttaagtgt 
aacattgctt 
caattttcct 



agcttccagt 
agactctgga 
gcctttccac 
tgaagagacg 
ctggcagacc 
ttgtacaggt 
agccctgttg 
ctactctgcg 
tgaggaatta 
aaagagccag 
atagataacc 
tggactgtaa 
gaattttttt 
taaaacttaa 
tgaaaagagc 
atttagccat 
cacatcttga 
ggcaggcacc 
tttcaacaga 
tctgtataac 
cattgatcta 
gttcctgggt 
aaatgatttc 
ggagaactgt 
gaaaggttta 
tataccttag 
ccctcatctt 



gtattgcttg 
tattcctgag 
aggcaaagac 
gttgcatgca 
tctcactgac 
tatagtgagc 
gccagctccc 
gcgtgaaatc 
ccagtgaaaa 
gctttgagac 
atttatttta 
atgaaacatt 
agaaaaatat 
cctttttgtt 
agtatttgag 
aaatgagtag 
gctccttatt 
cttctggaac 
tactcagttg 
gaagccattt 
tctattctgc 
caggagacac 
ctccactttg 
gcctattttc 
ctggtgtcac 
tgctttccag 
ttgtagcaaa 



gcaccgccaa 
ccaccaccca 
ctcaagcttg 
gcagagggag 
aaaatgaagt 
caacctgtgc 
acatccctct 
tatttcactg 
attccatctg 
tcatgtaatt 
gaacactcaa 
gcatccatga 
atcaaattat 
ttgttttgtt 
gttgcttcta 
agactggcaa 
tacattcaca 
actaggcaat 
aaaagtcgct 
ttatatccag 
ttggaacttt 
caaaatcaat 
catggagggg 
agtcttttag 
ataaacatta 
ttcactgtta 
gaagcaaatt 



tcaacatgat 
attctggata 
tggttcgcag 
tggaaccagg 
tcgaagagct 
agaacccaac 
gctccttttt 
ctctaaattc 
tgatggagac 
acaatttcta 
caactatgta 
aggacagcac 
ataatttcca 
ttgttttgtt 
ttctggtttt 
attgtgcttt 
ctaaattttg 
aatttcatca 
gtcatcttgc 
gcttagaagg 
tcatagctaa 
tatagctgtt 
tgtaaggaaa 
aggaaatttc 
gcagtgagac 
cctctagtca 
aagaggg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1617 



<210> 26 

<211> 1661 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2568875CB1 



<400> 26 

ggacaccagt gatgctcctg ggaccctacg caatctgcgc ctgcgtctca tcagtcgccc 60 

cacatgtaac tgtatctaca accagctgca ccagcgacac ctgtccaacc cggcccggcc 120 

tgggatgcta tgtgggggcc cccagcctgg ggtgcagggc ccctgtcagg tctgataggg 180 

agaagagaag gagcagaagg ggaggggcct aaccctgggc tgggggttgg actcacagga 24 0 

ctgggggaaa gagctgcaat cagagggtgt ctgccatagc tgggctcagg catctgtcct 300 

tggctttgtt gcctggctcc agggagattc cgggggccct gtgctgtgcc tcgagcctga 3 60 

cggacactgg gttcaggctg gcatcatcag ctttgcatca agctgtgccc aggaggacgc 420 

tcctgtgctg ctgaccaaca cagctgctca cagttcctgg ctgcaggctc gagttcaggg 480 

ggcagctttc ctggcccaga gcccagagac cccggagatg agtgatgagg acagctgtgt 540 

agcctgtgga tccttgagga cagcaggtcc ccaggcagga gcaccctccc catggccctg 600 

ggaggccagg ctgatgcacc agggacagct ggcctgtggc ggagccctgg tgtcagagga 660 

ggcggtgcta actgctgccc actgcttcat tgggcgccag gccccagagg aatggagcgt 720 

agggctgggg accagaccgg aggagtgggg cc tgaagcag ctcatcctgc atggagccta 780 

cacccaccct gaggggggct acgacatggc cctcctgctg ctggcccagc ctgtgacact 840 

gggagccagc ctgcggcccc tctgcctgcc ctatgctgac caccacctgc ctgatgggga 900 

gcgtggctgg gttctgggac gggcccgccc aggagcaggc atcagctccc tccagacagt 9 60 



25 



PF-0651-1 DIV 



gcccgtgacc ctcctggggc ctagggcctg cagccggctg catgcagctc ctgggggtga 1020 
tggcagccct attctgccgg ggatggtgtg taccagtgct gtgggtgagc tgcccagctg 1080 
tgagggcctg tctggggcac cactggtgca tgaggtgagg ggcacatggt tcctggccgg 1140 
gctgcacagc ttcggagatg cttgccaagg ccccgccagg ccggcggtct tcaccgcgct 1200 
ccctgcctat gaggactggg tcagcagttt ggactggcag gtctacttcg ccgaggaacc 12 60 
agagcccgag gctgagcctg gaagctgcct ggccaacata agccaaccaa ccagctgctg 1320 
acaggggacc tggccattct caggacaaga gaatgcaggc aggcaaatgg cattactgcc 1380 
cctgtcctcc ccaccctgtc atgtgtgatt ccaggcacca gggcaggccc agaagcccag 1440 
cagctgtggg aaggaacctg cctggggcca caggtgccca ctccccaccc tgcaggacag 1500 
gggtgtctgt ggacactccc acacccaact ctgctaccaa gcaggcgtct cagctttcct 1560 
cctcctttac cctttcagat acaatcacgc cagccacgtt gttttgaaaa tttctttttt 1620 
tggggggcag cagttttcct ttttttaaac ttaaataaat t 1661 



<210> 27 
<211> 1010 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3408908CB1 



<400> 27 

ctttcctctc 

gccctgggcc 

ccctcctggc 

cggggggctg 

aagacagcca 

tccccagggt 

ccatgaacca 

gcgcctgcgg 

gctctgcacc 

cccgctggac 

gctgacactt 

agcctgagct 

gcttcccacc 

atgcccaatt 

attcttgcag 

acaaaatagc 

ttaaatggct 



ctgactaagt 
ctgagccggc 
tgtggggagt 
cccgccagat 
gtgtcccttg 
ctctgtgaag 
cctgtgttac 
gcgggattgc 
taagctgggg 
agcactatct 
ccctgcaacc 
cggaggaagg 
cttcctaacg 
caggcagacc 
agttttccaa 
accatgatag 
cacttttgta 



ttctctggct 
agcagaaata 
cagctgcctg 
gatgggccct 
accaggaagt 
ctgggcagct 
aaggactcag 
cgggatcctg 
accaacggaa 
ctaccagcgg 
catccacccc 
cctctgtatc 
ctttcacacc 
ctgacctctc 
acatcagtca 
gttgcacgct 
tataaataaa 



tccctgaggc 
tgaggaccca 
ctgtctttgg 
gcctcctatc 
gctgctacag 
gcccagagga 
actgctcggg 
ccagaggcta 
agagttcacg 
tggttccagc 
tggtttctcc 
accccagtac 
aatccgtaca 
cctcaggcag 
ttcacctctt 
gcctgtacca 
ttcatttcaa 



tgcaggtgtt 
gagccttctc 
caggaagaag 
ggtgcctgac 
agcttgcttc 
ccaactgcgc 
caaaaagcga 
attctgattt 
atgggaggcc 
cttctgataa 
tcctgggagt 
tctgcaccac 
tgctgcttcc 
cccaaccatc 
tcatgatttt 
ccatttactt 
aaaaaaaaaa 



aatctggggg 
ctcctggggg 
ggagagaaat 
cagtgcgtgg 
cgccagtgtg 
tgcctcagcc 
tgctgccaca 
aggatctgtg 
tggggccctg 
tcactggcct 
caaagtccat 
tgccatacga 
tccaccaaaa 
cagaatgaat 
caccatacct 
aatgttttct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1010 



<210> 28 
<211> 1627 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3772696CB1 



<400> 28 

gcttcagctg 

cattttcttc 

ctcaggcata 

gcaagaatag 

cagtgactgg 

tgcctgatgt 

acagaataat 

aaggtttaga 



aagaaagaga 
tgcatttccc 
tctcaaccag 
gagtctcata 
aaaactggac 
gggccagtat 
aaactatact 
agtgtggagc 



ggaatgaagc 
ttagtccgga 
ttctactctc 
gatgacaaaa 
tcaaacaccc 
ggctacaccc 
ccggatatgg 
aaagtcactc 



gccttctgct 
tgacggaaaa 
ttgaaataga 
ttcgggaaat 
ttgagatcat 
tccctgggtg 
cacgagctgc 
cactaaaatt 



tctgtgtttg 
tgaagaaaat 
agggaatcat 
gcaagcattt 
gaagacaccc 
gagaaaatac 
tgtggatgag 
caccaagatt 



ttctttataa 
atgcaactgg 
cttgttcaaa 
tttggattga 
aggtgtgggg 
aacctcacct 
gctatccaag 
tcaaagggga 



60 

120 

180 

240 

300 

360 

420 

480 
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PF-0651-1 DIV 



ttgcagacat 
atggtccctt 
ctcattttga 
tggctgctca 
tgatgttccc 
tcaatggaat 
ccactatacc 
gagaagtaat 
ttgagtttga 
acgagaaccc 
gatatgctgt 
tgaagaaaat 
gcatttggtg 
gagtggtaaa 
gattcttctt 
ttacccgaat 
ttggttttga 
agagtttaag 
aataaattca 
aatagaa 



catgattgcc 

gggagtgctt 

tgaggatgaa 
tgaatttggt 
aaattatgtc 
ccagtccatc 
ccatgcctgt 
gttctttaaa 
attaattgct 
cagagataag 
cttgccagat 
agatgcagcc 
ctggaggttt 
acactttcct 
tttcagccgt 
catgagaact 
tatcaacaag 
cttgtttatt 
tagacctaaa 



tttaggactc 
ggccatgcct 
aactggacca 
catgcactgg 
tccctggatc 
tatggaggtc 
gaccctgact 
ggcaggcacc 
tcattctggc 
attctggttt 
tatcccaaat 
gtctgtgata 
gatgaaatga 
ggaatcagta 
ggatcaaagc 
aatacttggt 
gaaaaagcac 
tttggtattg 
ataaacctca 



gagtccatgg 
ttcctcctgg 
aggatggagc 
ggctctctca 
ccagaaaata 
tgcctaaggt 
tgacttttga 
tatggaggat 
catctctgcc 
ttaaagatga 
ccatccatac 
agaccacaag 
cccaaaccat 
tccgtgttga 
aatttgaata 
ttcaatgcaa 
attcaggagg 
ttcatttgct 
acaggtcttt 



tcggtgtcct 
tccgggtctg 
aggattcaac 
ctccaatgat 
cccactttct 
acctgctaag 
cgctatcaca 
ctattatgat 
agctgatctg 
aaacttctgg 
attaggtttt 
aaaaacctac 
ggacaaagga 
tgctgctttc 
caacattaag 
agaaccaaag 
cataaagata 
gaaaaacact 
taatataaat 



cgctattttg 
ggtggtgaca 
ttgtttcttg 
caaacagcct 
caggatgata 
ccaaaggaac 
actttccgca 
atcacggatg 
caagctgcat 
atgatcagag 
ccaggacgtg 
ttctttgtgg 
ttcccgcaga 
cagtacaaag 
acaaagaata 
aactcctcat 
ttgtatcata 
tctatttatc 
tctgcttcaa 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1627 



<210> 29 

<211> 1403 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 5388674CB1 



<400> 29 

cgcagtgcga 

tgtccgtcct 

taatacggca 

tatcacagta 

cagccagtga 

accctgaggc 

ctccaaacaa 

accagaatta 

tatggcttga 

agagtcaatg 

aaaaagaaga 

ccaagagact 

ttcagctttg 

aagctcaaga 

ataactagtg 

tttggactgc 

gaagctgacc 

gttggcttca 

tctgacacac 

cccgtggaag 

aaatgaggac 

atttgggtgg 

actagaacct 

agaaactcaa 

<210> 30 
<211> 2927 
<212> DNA 



agggacgcgg 
tgtaagttaa 
ctccgaacag 
tgagaaatta 
tctctttgga 
tccccaagac 
acgcagcatt 
tcagtgaaga 
gagtaaaact 
agaacacaca 
aacctgaaga 
cgtggaattt 
ccaggtatgg 
aaacatcttc 
ttttactact 
gacactgcca 
ggcgccctct 
gcattgtaga 
ctggagcaac 
cctttaagga 
cttcaaatag 
aatacttcat 
tctttcaagt 
aaaaaaaaaa 



tgcgcatgcg 
aagcttccat 
acactaaaaa 
gatgctgggg 
cccattacct 
tttgaacagt 
tatatacagt 
atatattaaa 
cctagaacca 
caacctacaa 
tgccttctgt 
tgtctttgga 
cagtgatttt 
aagtgactat 
tcgatcctgt 
gtggcttgca 
aaacctttgc 
aagatacaaa 
tccagaacac 
atggaaagag 
gagtgattga 
tggaataaac 
acctgaattg 
aaa 



cgtgagggct 
gggagccttc 
cagctctcat 
aacaacgttt 
tgcattctcc 
tcttcagtga 
ccattggtaa 
tggctcacgg 
gttcctgttt 
attcatgcag 
gttgtgggaa 
caggcctctt 
tatagcatgc 
tcaattttcg 
aagactttaa 
tgcctcatgc 
cctatctgtt 
gcactggtga 
agtcacgagg 
tggataataa 
aataaataac 
tactgatctt 
aaatgaaaca 



gccgcggcca 
cttcctaatc 
ctcaaagaac 
aatgaatgaa 
atcagattgg 
tccttacaga 
atactggctc 
gctactgtaa 
ctgtaacaag 
gggacatcct 
taacaatgat 
tgacagatgg 
actataaagg 
acaactatta 
cccatgagat 
aaggctccaa 
tgcacaagtt 
ggtggattga 
ataatgggaa 
aatgcctggc 
tacttgcatg 
gtgctgtgtc 
ttttgaataa 



ggcccagaca 
aagatgcaaa 
ccagtgcttg 
gccttccagc 
atcacctccc 
aagacaccct 
tctaggaaac 
agcatatttc 
atgttccttt 
gaagttcttg 
tgatctttac 
tgtggggata 
caaagtgaag 
tattccagaa 
cggacacata 
ccacttggaa 
gcagtgtgct 
tgatgaatct 
tttaccgaaa 
tgttctccaa 
ttatgctttc 
aaagtaacag 
taaaaactct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1403 
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PF-0651-1 DIV 



<213> Homo sapiens 
<220> 

<221> iuisc_f eature 

<223> Incyte ID No: 1873102CB1 

<400> 30 

ctctggcttc gactccgtcg ctctcaattc gtcaccagga ggaagacgga gctggctgcc 60 
cagcccaaag gcccatgagg ggatgcagtt atgggctctg tcgccgtgga ttgttatttt 120 
gtgtcagtaa gtaatccata aagtgccaac atgggaaaga aacggacaaa gggaaaaact 180 
gttccaatcg atgattcctc tgaaacttta gaacctgtgt gcagacacat tagaaaagga 240 
ttggaacaag gtaatttgaa aaaggcttta gtgaatgtgg aatggaatat ctgccaagac 300 
tgtaagactg acaataaagt gaaagataaa gctgaagaag aaacagaaga aaagccttca 3 60 
gtttggctgt gtcttaaatg tggccatcag ggctgtggca gaaattctca ggagcagcat 420 
gccttgaagc actatctgac gccaagatct gaacctcact gtctggttct tagtttggac 480 
aactggagtg tatggtttta cgtatgtgat aatgaggtcc agtattgtag ttcaaaccag 540 
ttgggtcaag tggttgatta tgtcagaaaa caagccagca ttacaactcc aaagccagca 60 0 
gagaaagata atggaaatat tgaacttgaa aataaaaaat tagaaaaaga gagtaagaat 6 60 
gaacaagaga gagaaaagaa ggaaaacatg gctaaagaga atcctcccat gaattctcct 720 
tgccaaataa ccgtgaaagg actcagtaat ttgggaaaca catgtttctt caatgcagtt 780 
atgcagaact tgtcacaaac accagtgctt agagaactac taaaagaagt gaaaatgtct 840 
ggaacaattg taaaaattga accacctgat ttggcattaa cagaaccatt agaaataaac 90 0 
cttgagcctc caggccctct tactttagcc atgagccagt ttcttaatga gatgcaagag 9 60 
accaaaaagg gggttgtgac accgaaagaa ctcttttctc aggtctgtaa aaaagcagtg 1020 
cggtttaaag gctatcagca gcaagacagc caggagctgc ttcgctactt attggatggg 10 80 
atgagagcag aagaacacca aagagtgagt aaaggaatac ttaaagcatt tggtaattct 1140 
actgaaaagt tggatgaaga actaaaaaat aaagttaaag attatgagaa gaaaaaatca 12 00 
atgccaagtt ttgttgaccg catctttggt ggtgaactaa ctagtatgat catgtgtgat. 1260 
caatgcagaa ctgtctcctt ggttcatgaa tctttccttg atttgtccct cccagtttta 132.0 
gatgatcaga gtggtaagaa aagtgtaaat gataaaaatc tgaaaaagac agtggaggat 13*80 
gaagatcaag atagtgagga agaaaaagat aacgacagtt acataaaaga gagaagtgat 1440 
attccttctg gaacaagtaa gcacttacag aaaaaagcaa agaaacaagc caaaaagcaa 1500 
gccaagaacc aacgaagaca acaaaaaatt caaggaaaag ttcttcattt aaatgatatt 15 60 
tgtactattg accatcctga agacagtgaa tatgaagctg aaatgtcact tcaaggagaa 1620 
gtaaatatta aatccaacca tatttcacaa gagggtgtta tgcataaaga atattgtgtc 1680 
aaccagaaag atttgaatgg ccaagcaaaa atgatcgaaa gtgtaactga caatcaaaaa 1740 
tccacagagg aagtagatat gaaaaatatc aacatggata atgatctgga ggttttaaca 1800 
tcttctccca ctaggaattt aaatggtgcc tacctaacgg aagggagcaa tggagaagtg 18 60 
gacatttcca atggtttcaa aaacctaaat ttgaatgctg ctcttcatcc tgatgaaata 1920 
aatatagaga ttctgaatga tagtcatact cctggaacaa aggtgtatga ggttgtaaat 1980 
gaagatccag aaactgcttt ctgtactctt gcaaacaggg aagttttcaa tactgatgag 2040 
tgttcaatcc aacattgttt atatcagttc acccgtaatg agaaacttcg agatgcgaat 2100 
aaactgcttt gtgaagtatg cacacggaga cagtgtaatg gaccaaaggc aaatataaaa 2160 
ggtgaaagga agcatgttta caccaatgcc aaaaagcaga tgctaatttc tcttgctcct 2220 
cctgttctta ctcttcattt aaagagattt cagcaggctg gttttaacct acgcaaagtt 2280 
aacaaacaca taaagtttcc ggaaatctta gatttggctc ctttttgcac ccttaaatgt 2340 
aagaatgttg cagaagaaaa tacaagggta ctctattcct tatatggagt tgttgaacac 2400 
agtggtacta tgaggtcggg gcattacact gcctatgcca aggcaagaac cgcaaatagt 24 60 
catctctcta atcttgttct tcacggtgat attccacaag attttgaaat ggaatcaaaa 2520 
gggcagtggt ttcacatcag cgacacacat gtgcaagctg tgcctacaac taaagtacta 2 580 
aactcacaag cgtacctcct attttatgag agaatactgt aataatatca aaagcacttt 2 640 
ttctggaaac acatttatgg cttttataat ggctgaaata acgataaaaa aagactaatt 2700 
aaaatcatgt tcacttaaca ttaaatacat gccagaagaa atcatgttta tttaaatatt 27 60 
gaagggaaaa atacctaaaa atgtacaaag gttttatatt gtcatagtgg tttttattcc 2820 
tgctttgttt ctggaaagga aatcctgaat tacttaagta ctttgtgttt aatatatctg 2880 
ggtgatggat cacaacacat caataaactg acttacccta aaaaaaa 2 927 

<210> 31 
<211> 1526 



28 



PF-0651-1 DIV 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1920734CB1 

<400> 31 

ctcgagccgg gccgcctaag tcccacagag acgggagtcg ggtgggatcc caggctgggc 60 

cccgcggcgg ctggattctc ttccctggcc aagtctctga gatcttctcc cagggcgatg 120 

caaagctact cgctaccagc ttggacctgt ctgcagtatc tcctctggga cctgccatgc 180 

tgaggaccca ttctcacctc tgagggactc ctgtcctagg actaaggtgg agcctgggcc 240 

atggtacagc tggctcctgc ggcagccatg gacgaggtca cctttaggag cgacactgtg 300 

ctgtcagatg tccacctcta taccccgaac catagacatc tcatggtacg gctgaacagc 3 60 

gtggggcagc cagttttcct gtcccaattc aagcttctat ggagccaaga ctcttggaca 420 

gattcaggag ccaagggtgg cagtcacaga gatgttcaca caaaggagcc tccttctgct 480 

gagacaggca gcacagggtc ccctccagga agtggccatg gtaatgaggg tttctccctc 540 

caggccggga ctgacaccac tggccaggaa gtggctgaag ctcagctgga tgaggatggg 600 

gatttggacg tggtgagaag accacgagcc gcctctgatt ccaacccagc agggcctctg 660 

agagacaagg tacatcccat gattctagca caggaagaag acgacgtcct gggagaggaa 720 

gcacaaggca gcccgcacga tatcatcaga atagagcaca ccatggccac gcccctggag 780 

gatgttggca agcaggtgtg gcggggcgcc ctgctcctgg cagactacat cctgttccga 840 

caggacctct tccgaggatg tacagcgctg gagctcgggg ccggcacggg gctcgctagc 900 

atcatcgcag ccaccatggc acggaccgtt tattgtacag atgtcggtgc agatctcttg 960 

tccatgtgcc agcgaaacat tgccctcaac agccacctgg ctgccactgg aggtggtata 1020 

gttagggtca aagaactgga ctggctgaag gacgacctct gcacagatcc caaggtcccc 10 80 

ttcagttggt cacaagagga aatttctgac ctgtacgatc acaccaccat cctgtttgca 1140 

gccgaagtgt tttacgacga cgacttgact gatgctgtgt ttaaaacgct ctcccgactc 1200 

gcccacagat tgaaaaatgc ctgcacagcc atactgtcgg tggagaagag gctcaacttc 12 60 

acactgagac acttggacgt cacatgtgaa gcctacgatc acttccgctc ctgcctgcac 1320 

gcgctggagc agctcacaga tggcaagctg cgcttcgtgg tggagcccgt ggaggcctcc 1380 

ttcccacagc tcctggttta cgagcgcctc cagcagctgg agctctggaa gatcatcgca 1440 

gaaccagtaa catgacccat cgcctccacc aggcgcggcg tctcgactgt tcttagagtg 1500 

tatttctagt aaaatcagaa gctcac 1526 

<210> 32 

<211> 2390 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2396858CB1 

<400> 32 

ggaagttgag cggcggcaag aaataatggc ggcagctacg ggggatcctg gactctctaa 60 

actgcagttt gcccctttta gtagtgcctt ggatgttggg ttttggcatg agttgaccca 120 

gaagaagctg aacgagtatc ggctggatga agctcccaag gacattaagg gttattacta 180 

caatggtgac tctgctgggc tgccagctcg cttaacattg gagttcagtg cttttgacat 240 

gagtgctccc accccagccc gttgctgccc agctattgga acactgtata acaccaacac 300 

actcgagtct ttcaagactg cagataagaa gctccttttg gaacaagcag caaatgagat 3 60 

atgggaatcc ataaaatcag gcactgctct tgaaaaccct gtactcctca acaagttcct 420 

cctcttgaca tttgcagatc taaagaagta ccacttctac tattggtttt gctatcctgc 480 

cctctgtctt ccagagagtt tacctctcat tcaggggcca gtgggtttgg atcaaaggtt 540 

ttcactaaaa cagattgaag cactagagtg tgcatatgat aatctttgtc aaacagaagg 600 

agtcacagct cttccttact tcttaatcaa gtatgatgag aacatggtgc tggtttcctt 660 

gcttaaacac tacagtgatt tcttccaagg tcaaaggacg aagataacaa ttggtgtata 720 

tgatccctgt aacttagccc agtaccctgg atggcctttg aggaattttt tggtcctagc 780 

agcccacaga tggagtagca gtttccagtc tgttgaagtt gtttgcttcc gtgaccgtac 840 



29 



PF-0651-1 DIV 



catgcagggg 
ggcatttagc 
gggaccaagg 
agtggatcta 
ggttgtgtct 
gacgttgatg 
ctccaatcct 
caaggctctg 
attcaacatg 
gcaagcccgc 
cctattgatg 
aaagctggtc 
gaagaaacca 
tgacctcctg 
ctgcaatgat 
cactgtgagt 
atctgttttg 
gaatgagcct 
gtttgataat 
agttcttgat 
acattccttc 
tgagatctgg 
ttctccctgg 
cctggtgatt 
caggagtggc 
taataacctt 



gcgagagacg 
ccagattgtc 
atggtgaacc 
aatctcaaac 
gtcaaatgtc 
ggttggggcg 
gtgaggcagc 
gcagcagcgg 
agcataccta 
agagatgtgg 
gacaccaggg 
atcaatgctg 
aagcagcaag 
ggctcatcgc 
gtggtggccc 
cgtccaggac 
cagcatccag 
ccaacctctc 
gtccttcccg 
caatatgaac 
ttagaagact 
gacatgagcg 
ccgcctgctg 
ctgggcccct 
cagtgttcgg 
ggccttggcc 



ttgcccacag 
ctaaagcagt 
tcagtgaatg 
tgatgtgttg 
tgctgcttgg 
tgagacacat 
ctctctatga 
accggctcca 
tgcctgggca 
agcaactgga 
agagccggtg 
ctttgggatt 
gagctgggga 
tttttgccaa 
caggagattc 
tggccgtgat 
aagggggcta 
ttgggcttgt 
tcagcctggc 
gagaaggatt 
tgactggtct 
atgatgagac 
aggagctctc 
cctccatacc 
cgttgctcgg 
ttgctattga 



catcatcttc 
tggatgggaa 
tatggaccct 
gagattggtt 
agccggcacc 
cacatttgtg 
gtttgaagat 
gaaaatattc 
tccagtgaac 
gcagctcatc 
gcttcctgcc 
tgacacattt 
cttgtgtcca 
catccctggt 
aaccagagac 
tgcaggagcc 
tgccattgcc 
gcctcaccag 
atttgacaaa 
taacttccta 
tacattgctg 
catctgagat 
catcgccaga 
ccgaggtctg 
gattcaagat 
cc tggaaaaa 



gaagtgaagc 
aagaaccaga 
aaaaggttag 
cctactttag 
ttgggttgca 
gacaatgcca 
tgcctagggg 
cccggtgtga 
ttctccagtg 
gaaagccatg 
gtcattgctg 
gttgtcatga 
aaccaccctg 
tacaagcttg 
cggaccttgg 
ctggccgtgg 
agcagcagtg 
atccggggat 
tgtacagctt 
gccaaggtgt 
catcaagaaa 
ggccccgctg 
gcaggactgc 
ggattccccc 
accaccagtt 
aaaaaaaaaa 



ttccagaaat 
aaggaggcat 
ctgagtcatc 
acttggacaa 
atgtagctag 
agatctccta 
gtggtaagcc 
atgccagagg 
tcactctgga 
atgtcgtctt 
caagcaagag 
gacatggtct 
tggcatctgc 
gctgctactt 
accagcagtg 
aattgatggt 
acgatcggat 
ttctttcacg 
gttcttccaa 
ttaattcttc 
cccaagctgc 
tggggctgac 
tgaccccagg 
ctctgctgcc 
cagagctaaa 



900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2390 



<210> 33 
<211> 1241 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 
<223> Incyte ID No: 



2634725CB1 



<400> 33 

aacaggactt 

tccgcctctc 

ctcgcctggc 

cactgagtag 

ttctagtcca 

tctcagcccc 

atccgcgtca 

atgatgtgcg 

ggagggcggc 

tccgcccagg 

caggccggtg 

acaaggctcc 

ccacccaaat 

ggctggagac 

ctccagggct 

gggaggtaga 

agacacagcc 

cccctgtctg 

ggctgccgga 

aggaccctgg 

cttcagtgtg 



acagctccaa 
tgcttcttgt 
agatctcagc 
acgcggatta 
atgacccgtg 
gtcctgccct 
tcaaccagac 
tgggcttcct 
aggtgggc cc 
gtgattccgg 
tggtgagctg 
ctctgtttcg 
gtgtacacct 
tggaccgctg 
ccaaatctgc 
aggggaggac 
tcccccgcca 
taaggagcag 
tctgggctgt 
aaaacagacg 
tgtatttgtg 



tgccctcaca 
tccctcaccc 
atgcccctgc 
cccgtttgtc 
gggagcgtct 
ctccccaggc 
cacctgcgag 
cagcggcggc 
cgggagaggc 
gggacccctg 
gggagacggc 
ggactggatc 

actgcaccag 
ctagaaaacc 
actggtggtt 
gccccaagct 
cgggaacgga 
ggggcccttg 
ggtctgagac 
taaatgagta 



gaaccccgcg 
ctgcttgcca 
ttcctctagg 
agccccgggc 
cgaatgacgc 
actggcgcgc 
aacctcctgc 
gtggactcct 
gggactgggg 
tccagcgtgg 
tgcgctcaga 
aaagagaaca 
ccatcgtcca 
cgcccccaga 
tctcgcttcc 
ctactgaccc 
gggccgaggc 
gcttcggagc 
ggccacgctc 
tgaaattgtt 
aaacatttta 



ggcatttgcg 
cggcgtctgt 
tggctgctat 
atctgcgctg 
tgccctcgaa 
tgatcctgca 
cgcagcagat 
gccaggtggc 
actcaccggc 
aggcggatgg 
ggaacaagcc 
ctggggtata 
ccccagtgtg 
acatacactg 
tcagcctcca 
aactgggggc 
gcgtttgtgt 
ctcctcagtg 
ttgaggaagc 
ttaccagctc 
t 



gcgccttccc 
tccctctcaa 
tgccagagcc 
ttccagagtt 
gcagcccggc 
aaagggtgag 
cacgccgcgc 
ccccggggca 
agggcttgtc 
gcggatcttc 
aggcgtgtac 
ggggccgggg 
cacgcctgca 
tgaactcaat 
aagtggagct 
aaaggtttga 
atatctgcct 
aaggtggtgg 
ccaggctcgg 
ccagggtgga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1241 



30 



PF-0651-1 DIV 



<210> 34 

<211> 2079 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2643110CB1 

<400> 34 

ggtgcctgag ccggcgggtc ccctgtgtcc gccgcggctg tcgtcccccg ctcccgccac 60 
ttccggggtc gcagtcccgg gcatggagcc gcgaccgtga ggcgccgctg gacccgggac 120 
gacctgccca gtccggccgc cgccccacgt cccggtctgt gtcccacgcc tgcagctgga 180 
atggaggctc tctggaccct ttagaaggca cccctgccct cctgaggtca gctgagcggt 240 
taatgcggaa ggttaagaaa ctgcgcctgg acaaggagaa caccggaagt tggagaagct 300 
tctcgctgaa ttccgagggg gctgagagga tggccaccac cgggacccca acggccgacc 3 60 
gatgcgacgc agccgccaca gatgacccgg ccgcccgctt ccaggtgcag aagcactcgt 420 
gggacgggct ccggagcatc atccacggca gccgcaagta ctcgggcctc attgtcaaca 480 
aggcgcccca cgacttccag tttgtgcaga agacggatga gtctgggccc cactcccacc 540 
gcctctacta cctgggaatg ccatatggca gccgagagaa ctccctcctc tactctgaga 600 
ttcccaagaa ggtccggaaa gaggctctgc tgctcctgtc ctggaagcag atgctggatc 6 60 
atttccaggc cacgccccac catggggtct actctcggga ggaggagctg ctgagggagc 720 
ggaaacgcct gggggtcttc ggcatcacct cctacgactt ccacagcgag agtggcctct 7 80 
tcctcttcca ggccagcaac agcctcttcc actgccgcga cggcggcaag aacggcttca 840 
tggtgtcccc tatgaaaccg ctggaaatca agacccagtg ctcagggccc cggatggacc 9 00 
ccaaaatctg ccctgccgac cctgacttct tctccttcat caataacagc gacctgtggg 9 60 
tggccaacat cgagacaggc gaggagcggc ggctgacctt ctgccaccaa ggtttatcca 1020 
atgtcctgga tgaccccaag tctgcgggtg tggccacctt cgtcatacag gaagagttcg 1080 
accgcttcac tgggtactgg tggtgcccca cagcctcctg ggaaggttca gagggcctca 1140 
agacgctgcg aatcctgtat gaggaagtcg atgagtccga ggtggaggtc attcacgtcc 1200 
cctctcctgc gctagaagaa aggaagacgg actcgtatcg gtaccccagg acaggcagca 12 60 
agaatcccaa gattgccttg aaactggctg agttccagac tgacagccag ggcaagatcg 1320 
tctcgaccca ggagaaggag ctggtgcagc ccttcagctc gctgttcccg aaggtggagt 1380 
acatcgccag ggccgggtgg acccgggatg gcaaatacgc ctgggccatg ttcctggacc 1440 
ggccccagca gtggctccag ctcgtcctcc tccccccggc cctgttcatc ccgagcacag 1500 
agaatgagga gcagcggcta gcctctgcca gagctgtccc caggaatgtc cagccgtatg 1560 
tggtgtacga ggaggtcacc aacgtctgga tcaatgttca tgacatcttc tatcccttcc 1620 
cccaatcaga gggagaggac gagctctgct ttctccgcgc caatgaatgc aagaccggct 1680 
tctgccattt gtacaaagtc accgccgttt taaaatccca gggctacgat tggagtgagc 1740 
ccttcagccc cggggaaggt gagcagagcc tgacgaatgc tgtcgactca tcgcgttagt 180 0 
cacgtgtggt tcaatatgct gtttgttcat tggtcggccc ccccactcag ccagcacacc 1860 
ctgcgggaga aggaacaggg atcggcagga agccagcctt ccccagtgac tgcatgatct 1920 
ggcagggctt agagcaccca actgttggct tattcaggca gcagatttac tgagcacctc 1980 
ccctgtgcca ggcccttagc acaaccaggg gttggccacc tacggcccac aggtcaaatc 2040 
cggcccacca cctgtgttca taaataaagt tttattggc 2079 

<210> 35 

<211> 1731 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2701396CB1 

<400> 35 

cttaatgact agaattcagg ttccaaggag aagcccacaa ggctaagggt attggatata 60 
acggaaagtg gaagctatac ctgacttcca gagaatgtgg accggatata agatcttaat 120 
cttctcttat cttactacag aaatctggat ggagaagcag tatttatctc aaagagaagt 180 



31 



PF-0651-1 DIV 



ggacctagag 
agccattttc 
ctgtgtcact 
agaaaattct 
tcctcacaca 
gggatcagta 
ttcccagcat 
tggatggaca 
atttcgcctt 
ttctttacct 
tggactcatg 
aagtgtggct 
ccctcagaat 
cgatagggct 
tttcaaagac 
aggaaaacgg 
tcaatgttct 
gcaaaatgga 
agggatatac 
gacacatgca 
aaaattttgg 
gattcttcga 
actgacgagt 
gtaaccccct 
tcttcaccgt 
gcttccttca 



gcttatttca 
caagggcaat 
gagttctatg 
gattgctgtc 
cagccttggt 
attaaagaaa 
gtatgccttg 
gcacagaatt 
ggcactttgc 
gcaacaactg 
gcccattgga 
gctgaccgaa 
ttgatctctt 
tggtggtacc 
caaaatgcta 
catgccacga 
cctccataca 
ccagttcaag 
agacatgtta 
gtcaaactca 
attgctgcca 
ggagtaaatg 
tctgatgaac 
aaattgaagt 
gttaacataa 
tattactgag 



ctaggaatca 
actgtagaaa 
cggcgaatgc 
ctgactacaa 
atccagaagg 
actgcaactc 
ttcgttcaga 
acagccaatt 
cacctagtcc 
atcttccaga 
tcaaaaaaat 
tagcaattca 
gctgtgccaa 
tgagaaaacg 
ccaacaatgg 
agccatgtcc 
gagtctcttc 
ccataatgca 
ccagcacaaa 
ctggatgggg 
attcctgggg 
agtccgacat 
cataacatat 
ttagcaatat 
tctatctatt 
cattaacaac 



caccgttttg 
ttttggctgt 
gttgtgctac 
gtccttttgc 
ttgcttcaaa 
ctgcacatgc 
attaattgaa 
ttggggaatg 
catgctcctg 
gtttttgttg 
ttgtgctgca 
gtctaagggt 
gaaccgtcat 
tggactggta 
atgtgccatg 
caacaacgta 
caacgaaact 
agtccgtgaa 
taaagaatca 
cacactgaga 
aaagtcatgg 
tgaaaagttg 
cattaaattt 
gacattcttg 
ttcttatttt 
accaataaag 



caaggtactc 
tgtgaagaca 
tgtgataaat 
cgtgaagaga 
gatggtcaac 
tcaggacagc 
caggtcaata 
actttagaag 
agcatgaatg 
cttcttataa 
tcctgggcat 
cgatacacgg 
ggatgcaata 
tcccacgcat 
gcaagcaggt 
gaaaaatcta 
gagataatga 
gatttcttcc 
gaaaaatatc 
ggagcacaag 
ggagagaatg 
attatcgcag 
ccataaggtc 
gtgacagtgg 
cccctctggt 
gacagcagag 



gattcaaaag 
gagatgatgg 
tctgtgacag 
aagaatggcc 
attatgaaga 
aatggaaatg 
aaggagacta 
atggttttaa 
aaatgacagc 
atggcctgga 
tttccactgc 
ccaatctatc 
gtggaagcat 
gctacccact 
ctgatgggcg 
acaggatcta 
aagaaatcat 
attataagac 
gaaagcttca 
ggcagaaaga 
gctatttcag 
cttggggcca 
atgcctttaa 
aatctttgtc 
ctatgcttct 
t 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1731 



<210> 36 
<211> 1081 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



3134404CB1 



<400> 36 

ggaaaaaggt 

gcagtcgctg 

cgagcgcttt 

tctgaatcat 

tccttaactt 

cggacaggag 

tccgagtaga 

gcaggaggaa 

aggagaagga 

tcatggagaa 

tctgccatct 

gtgcctgcca 

ccgtgaagaa 

agaaagttcc 

cctcctgggt 

cttactcaag 

aatctcttct 

cacttgtcaa 

c 



gtctagctcc 
ccttctcgcg 
atttctggag 
gccatgtgcc 

tggggcgctt 

gcaagagcat 
tgccagtggg 
gagagatttg 
cctgtttttt 
gagatatggg 
cagtggcacg 
tggactgact 
gcatccactg 
agaaaccaag 
tgaagaatct 
tctcttatct 
gtattctctt 
tactcgagtc 



tttctgctta 
cctgaccatg 
ctgagggcta 
cagaggagct 
tgctatggga 
tttatcaagg 
cattttttgt 
gatggctcag 
aacttgacgg 
aacctctccc 
gttctacagc 
ggatttttcc 
gttgagggag 
gagccaacct 
gttttgttct 
cctctgtatt 
gccagaaagt 
tctgcatatt 



aaaaagcaca 
cacccctgca 
aaactttttt 
ggcttgcaaa 
gacagcttca 
gcctgccaga 
catatggctt 
aggactgggt 
tcaatcaagg 
atgttaagat 
agggcaccag 
aactaccaca 
ggtaccaccc 
gtggattaaa 
tttggtagtt 
cttttttttt 
gtacattctt 
cttaatgaga 



gggagatcgc 
tcttcctgct 
gacttttctt 
cctttccgtg 
gccaggcccg 
ataccacgtg 
gcactatccc 
gtac tacaga 
atttctttcc 
gatggcttcc 
agttgggacg 
tggagacttt 
gcacatcgtt 
gggtattgtg 
ttattaaaac 
taatatcttc 
tttgcttgta 
aggaaataaa 



gggcagcttt 
gggccacagg 
ctcctcaaca 
gtggctcagc 
gttcgcttcc 
gtgggtccag 
atcacgagca 
atttctcacg 
aatagctaca 
tctgcccccc 
gcagccctca 
ttcattgaac 
tacaggaggc 
actcacatgt 
atgacctatt 
atgacattca 
taaacccttt 
agcatctttg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1081 



<210> 37 
<211> 1019 



32 



PF-0651-1 DIV 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> GenBank ID No 

<400> 37 



Met 


Gly 


Ser 


Lys 


Arg 


1 








5 


Ser 


Tyr 


Glu 


He 


Met 










20 


Leu 


Cys 


Ala 


Gly 


Leu 










35 


Ser 


Gin 


Arg 


Gly 


Ala 










50 


Thr 


Phe 


Lys 


He 


Thr 










65 


Asp 


Lys 


Leu 


Ser 


Val 










80 


Gin 


Met 


He 


Asp 


Glu 










95 


Tyr 


Lys 


Asn 


Ser 


Arg 










110 


Val 


Val 


Phe 


Asp 


Leu 










125 


Val 


Lys 


Glu 


Glu 


Leu 










140 


Gin 


Leu 


Val 


Thr 


Phe 










155 


Asp 


Lys 


Leu 


Thr 


Thr 










170 


Ser 


He 


Glu 


Cys 


Leu 










185 


Thr 


Cys 


He 


Lys 


Ala 










200 


Pro 


Asp 


Gly 


Ser 


Asp 










215 


Asp 


Gly 


Arg 


Phe 


Leu 










230 


Thr 


His 


Tyr 


Pro 


Lys 










245 


He 


He 


Arg 


Val 


Asn 










260 


Asp 


Phe 


Asn 


Thr 


Tyr 










275 


Val 


Gly 


Ser 


Ser 


Lys 










290 


Pro 


Gly 


Thr 


He 


Arg 










305 


Leu 


He 


Glu 


Ser 


Asp 










320 


Tyr 


Thr 


Ala 


Phe 


Asn 










335 


Asn 


Cys 


Asn 


Phe 


Glu 










350 


Asn 


Asp 


Asp 


Asn 


Glu 










365 


Pro 


Phe 


Thr 


Gly 


Pro 



: g746413 



Gly 


He 


Ser 


Ser 


Arg 










10 


Phe 


Ala 


Ala 


Leu 


Phe 










25 


He 


Ala 


Val 


Ser 


Cys 










40 


Ala 


Leu 


Gly 


Gin 


Ser 










55 


Ser 


Gly 


Val 


Thr 


Tyr 










70 


Asp 


Phe 


Lys 


Val 


Leu 










85 


He 


Phe 


Leu 


Ser 


Ser 










100 


Val 


Leu 


Gin 


Phe 


Glu 










115 


Phe 


Phe 


Ala 


Gin 


Trp 










130 


He 


Gin 


Gly 


Leu 


Glu 










145 


His 


He 


Asp 


Leu 


Asn 










160 


Thr 


Ser 


His 


Leu 


Ala 










175 


Pro 


Gly 


Ser 


Ser 


Pro 










190 


Asp 


Leu 


Phe 


Cys 


Asp 










205 


Glu 


Asp 


Asn 


Lys 


Met 










220 


Leu 


Thr 


Gly 


Ser 


Ser 










235 


Pro 


Ser 


Glu 


Thr 


Ser 










250 


Gin 


Gly 


Leu 


Ser 


He 










265 


Tyr 


Thr 


Asp 


He 


Leu 










280 


He 


Leu 


Arg 


Ala 


Ser 










295 


He 


Phe 


Ser 


Asn 


Gin 










310 


Glu 


Ser 


Asp 


Tyr 


Val 










325 


Ser 


Ser 


Glu 


Leu 


Asn 










340 


Asp 


Gly 


Phe 


Cys 


Phe 










355 


Trp 


Glu 


Arg 


He 


Gin 










370 


Asn 


Phe 


Asp 


His 


Thr 



His 


His 


Ser 


Leu 


Ser 










15 


Ala 


He 


Leu 


Val 


Val 










30 


Leu 


Thr 


He 


Lys 


Glu 










45 


His 


Glu 


Ala 


Arg 


Ala 










60 


Asn 


Pro 


Asn 


Leu 


Gin 










75 


Ala 


Phe 


Asp 


Leu 


Gin 










90 


Asn 


Leu 


Lys 


Asn 


Glu 










105 


Asn 


Gly 


Ser 


He 


He 










120 


Val 


Ser 


Asp 


Gin 


Asn 










135 


Ala 


Asn 


Lys 


Ser 


Ser 










150 


Ser 


Val 


Asp 


He 


Leu 










165 


Thr 


Pro 


Gly 


Asn 


Val 










180 


Cys 


Thr 


Asp 


Ala 


Leu 










195 


Gly 


Glu 


Val 


Asn 


Cys 










210 


Cys 


Ala 


Thr 


Val 


Cys 










225 


Gly 


Ser 


Phe 


Gin 


Ala 










240 


Val 


Val 


Cys 


Gin 


Trp 










255 


Lys 


Leu 


Ser 


Phe 


Asp 










270 


Asp 


He 


Tyr 


Glu 


Gly 










285 


He 


Trp 


Glu 


Thr 


Asn 










300 


Val 


Thr 


Ala 


Thr 


Phe 










315 


Gly 


Phe 


Asn 


Ala 


Thr 










330 


Asn 


Tyr 


Glu 


Lys 


He 










345 


Trp 


Val 


Gin 


Asp 


Leu 










360 


Gly 


Ser 


Thr 


Phe 


Ser 










375 


Phe 


Gly 


Asn 


Ala 


Ser 



33 



PF-0651 



-1 DIV 



Gly Phe Tyr 
Arg Val Gly 
Ala Cys Leu 
Lys Leu Ser 
Val Phe Gin 
Gin Val Thr 
Ala Phe Lys 
Ser Leu Thr 
Thr Leu Val 
Gly Pro Phe 
Asn Phe Pro 
Leu Asn Ala 
Phe Asp Leu 
Glu Glu Ala 
Pro Val Lys 
Leu lie Thr 
Phe Thr Thr 
Asp His Phe 
Leu Cys Asp 
Asp Cys Val 
Val Arg Phe 
Asn Trp Thr 
Leu Gly Ser 
Gly Pro Phe 
Leu Thr Pro 
Gin Cys Asn 
lie Thr Pro 
Trp Pro Trp 
Gly Ala Ser 





380 




lie 


Ser 


Thr 




395 




Leu 


Leu 


Ser 




410 




Ser 


Phe 


Trp 




425 




lie 


Asn 


He 




440 




Lys 


Glu 


Gly 




455 




Leu 


Asn 


Glu 




470 




Asn 


Lys 


He 




485 




Tyr 


Gly 


He 




500 




Pro 


Thr 


Pro 




515 




Glu 


Leu 


Trp 




530 




Asn 


Ser 


Tyr 




545 




Gin 


Lys 


Gly 




560 




Glu 


Asn 


He 




575 




Asp 


Ser 


Leu 




590 




Asp 


Val 


Phe 




605 




Asn 


Asp 


Val 




620 




Gly 


Tyr 


His 




635 




Gin 


Cys 


Lys 




650 




Gly 


His 


Leu 




665 




Arg 


Phe 


Phe 




680 




Arg 


He 


Gin 




695 




Thr 


Gin 


He 




710 




Gly 


Asn 


Ser 




725 




Val 


Lys 


Leu 




740 




Ser 


Gin 


Gin 




755 




His 


Lys 


Ser 




770 




Lys 


He 


Val 




785 




Val 


Val 


Gly 




800 




Leu 


Val 


Ser 




815 





Pro Thr Gly 
Leu Pro Leu 
Tyr His Met 
Ser Asn Asp 
Asn Tyr Gly 
Thr Val Lys 
Leu Ser Asp 
Cys Asn Gly 
Pro Pro Glu 
Glu Pro Asn 
Pro Asn Leu 
Lys Asn He 
Asn Asp Val 
Leu Leu Ala 
Ser Thr Thr 
Leu Ala Arg 
Leu Gly He 
Asn Gly Glu 
His Cys Glu 
Asn Gly Thr 
Ser He Trp 
Ser Asn Asp 
Ser Lys Pro 
Asn Thr Ala 
Cys Leu Gin 
Cys Gly Lys 
Gly Gly Ser 
Leu Tyr Tyr 
Ser Asp Trp 



385 






Pro 


Gly 


Gly 


400 






Asp 


Pro 


Thr 


415 






Tyr 


Gly 


Glu 


430 






Gin 


Asn 


Met 


445 






Asp 


Asn 


Trp 


460 






Phe 


Lys 


Val 


475 






He 


Ala 


Leu 


490 






Ser 


Leu 


Tyr 


505 






Leu 


Pro 


Thr 


520 






Thr 


Thr 


Phe 


535 






Ala 


Phe 


Cys 


550 






Gin 


Leu 


His 


565 






Val 


Glu 


He 


580 






Val 


Tyr 


Thr 


595 






Asn 


Arg 


Met 


610 






Gly 


Gly 


Phe 


625 






Pro 


Glu 


Pro 


640 






Cys 


Val 


Pro 


655 






Asp 


Gly 


Ser 


670 






Thr 


Asn 


Asn 


685 






His 


Thr 


Ala 


700 






Val 


cys 


Gin 


715 






He 


Phe 


Ser 


730 






Pro 


Asp 


Gly 


745 






Asp 


Ser 


Leu 


760 






Lys 


Leu 


Ala 


775 






Asn 


Ala 


Lys 


790 






Gly 


Gly 


Arg 


805 






Leu 


Val 


Ser 


820 











390 


Arg 


Gin 


Glu 






405 


Leu 


Glu 


Pro 






420 


Asn 


Val 


His 






435 


Glu 


Lys 


Thr 






450 


Asn 


Tyr 


Gly 






465 


Ala 


Phe 


Asn 






480 


Asp 


Asp 


He 






495 


Pro 


Glu 


Pro 






510 


Asp 


Cys 


Gly 






525 


Ser 


Ser 


Thr 






540 


Val 


Trp 


He 






555 


Phe 


Gin 


Glu 






570 


Arg 


Asp 


Gly 






585 


Gly 


Pro 


Gly 






600 


Thr 


Val 


Leu 






615 


Lys 


Ala 


Asn 






630 


Cys 


Lys 


Ala 






645 


Leu 


Val 


Asn 






660 


Asp 


Glu 


Ala 






675 


Asn 


Gly 


Leu 






690 


Cys 


Ala 


Glu 






705 


Leu 


Leu 


Gly 






720 


Thr 


Asp 


Gly 






735 


His 


Leu 


He 






750 


He 


Arg 


Leu 






765 


Ala 


Gin 


Asp 






780 


Glu 


Gly 


Ala 






795 


Leu 


Leu 


Cys 






810 


Ala 


Ala 


His 






825 



PF-0651-1 DIV 



Cys 


Val 


Tyr 


Gly 


Arg 
830 


Leu 


Gly 


Leu 


His 


Met 
845 


Pro 


Arg 


Leu 


He 


Asp 
860 


Arg 


Arg 


Lys 


Asp 


Asn 
875 


Val 


Asn 


Tyr 


Thr 


Asp 
890 


Asn 


Gin 


Val 


Phe 


Pro 
905 


Gly Thr 


Val 


Val 


Tyr 










920 


Ala 


Asp 


Val 


Pro 


Leu 
935 


Pro 


Glu 


Tyr 


Asn 


He 
950 


Glu 


Gly 


Gly 


He 


Asp 
965 


Met 


Cys 


Gin 


Glu 


Asn 
980 


Phe 


Gly 


Tyr 


Lys 


Cys 
995 


Arg Val 


Ser 


Arg 


Phe 








1010 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> GenBank ID No 

<400> 38 



Met 


He 


Cys 


Leu 


Gly 


1 








5 


Gly 


He 


Val 


Thr 


Ser 
20 


Met 


Tyr 


Lys 


Pro 


Pro 
35 


Asp 


His 


His 


Ala 


Glu 
50 


Glu 


Val 


Val 


Asp 


Lys 
65 


Gly 


Pro 


Gly 


Leu 


Gly 
80 


Arg 


Thr 


Leu 


Ser 


Leu 
95 


His 


Cys 


He 


Ala 


His 
110 


Glu 


Asp 


Pro 


Leu 


Thr 
125 


He 


Ala 


Tyr 


Val 


Ser 
140 


Asp 


He 


Ala 


Val 


Gly 
155 



Asn 


Leu 


Glu 


Pro 


Ser 
835 


Lys 


Ser 


Asn 


Leu 


Thr 
850 


Glu 


He 


Val 


He 


Asn 
865 


Asp 


He 


Ala 


Met 


Met 
880 


Tyr 


He 


Gin 


Pro 


He 
895 


Pro 


Gly 


Arg 


Asn 


Cys 
910 


Gin 


Gly 


Thr 


Thr 


Ala 
925 


Leu 


Ser 


Asn 


Glu 


Arg 
940 


Thr 


Glu 


Asn 


Met 


He 
955 


Ser 


Cys 


Gin 


Gly 


Asp 
970 


Asn 


Arg 


Trp 


Phe 


Leu 
985 


Ala 


Leu 


Pro 


Asn 


Arg 








1000 


Thr 


Glu 


Trp 


He 


Gin 








1015 



g2826367 



Leu 


Glu 


Gly 


Thr 


Ala 
10 


Asp 


Gly 


Glu 


Val 


Leu 
25 


Lys 


Gin 


Gly 


He 


Asn 
40 


Thr 


Phe 


Pro 


Lys 


Leu 
55 


Asn 


Glu 


He 


Asp 


Leu 
70 


Pro 


Ser 


Leu 


Arg 


Val 
85 


Thr 


Leu 


Lys 


Lys 


Pro 
100 


He 


Glu 


He 


Gly 


Lys 
115 


Leu 


Tyr 


Val 


Ser 


Gly 
130 


Lys 


Lys 


Tyr 


Arg 


Val 
145 


Asn 


Cys 


Leu 


Asp 


Gin 
160 



Lys 


Trp 


Thr 


Ala 


He 
840 


Ser 


Pro 


Gin 


Thr 


Val 
855 


Pro 


His 


Tyr 


Asn 


Arg 
870 


His 


Leu 


Glu 


Phe 


Lys 
885 


Cys 


Leu 


Pro 


Glu 


Glu 
900 


Ser 


He 


Ala 


Gly 


Trp 
915 


Asn 


He 


Leu 


Gin 


Glu 
930 


Cys 


Gin 


Gin 


Gin 


Met 
945 


Cys 


Ala 


Gly 


Tyr 


Glu 
960 


Ser 


Gly 


Gly 


Pro 


Leu 
975 


Ala 


Gly 


Val 


Thr 


Ser 
990 


Pro 


Gly 


Val 


Tyr 


Ala 








1005 


Ser 


Phe 


Leu 


His 





Glu 


Lys 


Thr 


Gly 


Val 
15 


Phe 


Asn 


Lys 


Thr 


He 
30 


Pro 


Arg 


Glu 


Ala 


Ala 
45 


He 


Lys 


Glu 


Ala 


Phe 
60 


He 


Ala 


Phe 


Ser 


Gin 
75 


Thr 


Ala 


Thr 


Val 


Ala 
90 


He 


He 


Gly 


Val 


Asn 
105 


Leu 


Thr 


Thr 


Glu 


Ala 
120 


Gly 


Asn 


Thr 


Gin 


Val 
135 


Phe 


Gly 


Glu 


Thr 


Leu 
150 


Phe 


Ala 


Arg 


Tyr 


Val 
165 



35 



PF-0651-1 DIV 



Asn 


Leu 


Pro 


His 


Pro 
170 


Lys 


Gly 


Lys 


Lys 


Leu 
185 


Asp 


He 


Ala 


Phe 


Ser 
200 


Asp 


Ala 


Gly 


Glu 


Arg 
215 


Tyr 


Ala 


Phe 


Ser 


Met 
230 


His 


Thr 


Asn 


Lys 


Gly 
245 


Asn 


Asn 


Arg 


Leu 


Arg 
260 


Asn 


Val 


Asp 


Phe 


Tyr 
275 


Gly Ala 


Met 


He 


Ala 










290 


Arg 


Trp 


Met 


Ser 


Leu 
305 


Thr 


Asp 


Met 


Val 


Glu 
320 


Lys 


Arg 


Lys 


He 


Pro 
335 


Asp 


He 


Lys 


Arg 


Asp 
350 


Glu 


Arg 


Val 


Lys 


Lys 
365 


He 


Arg 


Lys 


Ser 


Arg 
380 


Val 


Lys 


Asp 


Phe 


Gly 
395 


Leu 


Asp 


Asn 


Lys 


Arg 
410 


Ala 


Lys 


Asp 


Val 


He 
425 


Gly 


Glu 


He 


Val 


Gly 
440 


Asp 


Leu 


Thr 


Thr 


Ser 
455 


He 


Asp 


Phe 


Gly 


Leu 
470 


Ala 


Val 


Asp 


Leu 


He 
485 


His 


Glu 


Lys 


Phe 


Asp 
500 


Lys 


Ser 


Val 


Tyr 


Asp 
515 


Asp 


Val 


Glu 


Arg 


Arg 
530 



<210> 39 

<211> 496 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_ feature 
<223> GenBank ID No 



Gly 


Gly 


Pro 


Tyr 


He 
175 


Val 


Asp 


Leu 


Pro 


Tyr 
190 


Gly 


Leu 


Leu 


Thr 


Ala 

205 


Leu 


Glu 


Asp 


He 


Cys 
220 


Leu 


Thr 


Glu 


He 


Thr 
235 


Glu 


Val 


Met 


Leu 


Val 
250 


Glu 


Met 


Leu 


Lys 


Ala 

265 


Val 


Pro 


Pro 


Lys 


Glu 
280 


Trp 


Leu 


Gly 


Leu 


Leu 

295 


Asp 


Glu 


Thr 


Lys 


He 
310 


Val 


Asn 


Trp 


He 


Lys 
325 


Glu 


His 


Leu 


He 


Gly 
340 


Ser 


Tyr 


Leu 


Asp 


Phe 
355 


Gly 


Tyr 


Arg 


Asp 


Glu 

370 


Thr 


Ala 


Arg 


Glu 


Ala 
385 


He 


Pro 


Ala 


Pro 


Tyr 
400 


He 


Met 


Met 


Ser 


Tyr 
415 


Glu 


Asp 


Asn 


Leu 


Asp 
430 


Lys 


Leu 


His 


Lys 


Asn 
445 


Asn 


Phe 


He 


Phe 


Asp 
460 


Gly 


Lys 


He 


Ser 


Asn 
475 


Val 


Phe 


Lys 


Lys 


Ala 
490 


Glu 


He 


Trp 


Glu 


Arg 
505 


Arg 


Trp 


Glu 


He 


He 
520 


Ala 


Arg 


Tyr 


Val 


Glu 
535 



g431321 



Glu 


Glu 


Leu 


Ala 


Arg 
180 


Thr 


Val 


Lys 


Gly 


Met 
195 


Ala 


Met 


Arg 


Ala 


Tyr 
210 


Tyr 


Ser 


Leu 


Gin 


Glu 
225 


Glu 


Arg 


Ala 


Leu 


Ala 
240 


Gly 


Gly 


Val 


Ala 


Ala 
255 


Met 


Cys 


Glu 


Gly 


Gin 

270 


Phe 


Cys 


Gly 


Asp 


Asn 
285 


Met 


His 


Lys 


Asn 


Gly 
300 


He 


Pro 


Asn 


Tyr 


Arg 
315 


Glu 


He 


Lys 


Gly 


Lys 
330 


Lys 


Gly 


Ala 


Glu 


Ala 
345 


Asp 


Val 


He 


He 


Lys 
360 


Arg 


Leu 


Asp 


Glu 


Asn 
375 


Arg 


Tyr 


Leu 


Ala 


Leu 
390 


He 


Phe 


Asp 


Val 


Asp 
405 


He 


Asn 


Gly 


Lys 


Leu 
420 


He 


Ala 


Tyr 


Lys 


He 
435 


Asp 


Val 


He 


His 


Asn 
450 


Lys 


Asp 


Leu 


Tyr 


He 
465 


Leu 


Asp 


Glu 


Asp 


Lys 
480 


Val 


Leu 


Ser 


Thr 


His 
495 


Phe 


Leu 


Glu 


Gly 


Tyr 
510 


Leu 


Glu 


Leu 


Met 


Lys 

525 



36 



PF-0651-1 DIV 



<400> 39 



Met 
1 

Pro 


Gly 
Trp 


Arg 
Ala 


Ser 


Leu 


His 


Lvs 


Asn 


Tvr 


Gly 


Phe 


Asn 


Asp 


Lys 


Tvr 


Glv 


Asn 


Glu 


Met 


Trr> 


Asp 


Glu 


His 


Arg 


Phe 


Lvs 


Asp 


Leu 


Ala 


Asp 


Pro 


Gly 


Ala 


Glv 


Glv 


Met 


Val 


Val 


Glv 


Asp 


Leu 


Val 


Phe 


Arg 


Lys 


Trx> 

XT 


Asp 


Ala 




Leu 


Thr 


Asp 


lie 


Gin 


Leu. 


Ala 


Met 


Leu 


Pro 


Ala 


Pro 


Asn 


Val 


Leu 


Asn 


Val 


lie 


Ser 


Glu 


Tyr 


Gin 


Ala 


Val 


Asp 


Asp 


Ser 


Asp 


Asp 


Trp 


lie 


Thr 


Asn 


lie 


Val 



Arg 


Ala 


Leu 




5 




Thr 


He 


Ala 




20 




Leu 


Pro 


Thr 




35 




Ser 


Val 


Leu 




50 




Thr 


Val 


Lys 




65 




Trp 


Lys 


Lys 




80 




Gly 


Asp 


He 




95 




Val 


Ala 


Glu 




110 




Tyr 


Tyr 


Gly 




125 




Ser 


Arg 


His 




140 




Phe 


Ala 


Glu 




155 




Glu 


Asn 


Gin 




170 




Leu 


Ala 


Ala 




185 




Ala 


Leu 


Ala 




200 




Pro 


Cys 


Gly 




215 




Ser 


Gly 


Pro 




230 




He 


Asn 


Arg 




245 




Gly 


Ala 


Leu 




260 




His 


Leu 


Lys 




275 




Val 


Asp 


Tyr 




290 




Trp 


Pro 


He 




305 




Ser 


Asp 


Ser 




320 




Tyr 


Tyr 


Asn 




335 




Thr 


Ala 


Thr 




350 




Cys 


Thr 


Glu 




365 




Met 


Phe 


Glu 




380 




Cys 


Phe 


Gin 




395 




Thr 


Met 


Tyr 




410 




Phe 


Ser 


Asn 




425 





Leu 


Leu 


Leu 


Leu 


Arg 


Pro 


Asn 


Pro 


Thr 


lyr 


PV»<=> 
Jrlltei 




1 XIX 


"DVi ea 


Asn 


Asn 


<J _L _y 




-L -L fcr 


irp 




Glu 


Leu 


Lys 




Dei 


Leu 


Leu 


Asn 


tz lifer 


Leu 


He 


Lys 


Prn 


V d_L 


Tip 

lit: 




Phe 


Arg 


Ala 


Ser 


Ala 


vaj. 


pVie> 


1*1 fcr L. 




\— . _y o 




Leu 


Ser 


Asn 


His 


Leu 


Cys 


Asp 


Trp 


lie 


Pro 


Tyr 


Ala 


Lys 


Val 


Val 


Leu 


Leu 


Leu 




Ser 




Ser 


Ser 


Leu 


Val 


Val 


Met 


Pro 


His 


Ser 


Gin 


Trp 


Gly 


Gly 


Gly 


Lys 


Gly 


Glu 


Leu 



Leu 


Leu 


Ser 


10 






Ala 


Leu 


Arg 


25 






Ser 


Leu 


Pro 


40 






Gin 


Lys 


Val 


55 






Gin 


Arg 


Tyr 


70 






Ser 


He 


Leu 


85 






Cys 


Asn 


Asn 


100 






Ala 


Met 


Leu 


115 






Pro 


Phe 


Gly 


130 






Leu 


Thr 


Ser 


145 






His 


Leu 


Lys 


160 






Ala 


He 


Gly 


175 






Met 


Lys 


Tyr 


190 






Pro 


He 


Trp 


205 






Lys 


He 


Val 


220 






Glu 


Ser 


He 


235 






Thr 


Gly 


Ser 


250 






Ser 


Pro 


Leu 


265 






Ser 


Glu 


Thr 


280 






Ser 


Asn 


Phe 


295 






Cys 


Gin 


Tyr 


310 






Gin 


Asn 


He 


325 






Gin 


Val 


Lys 


340 






Gly 


Thr 


Leu 


355 






Pro 


Phe 


Cys 


370 






Trp 


Asn 


Leu 


385 






Val 


Arg 


Pro 


400 






Asn 


He 


Ser 


415 






Asp 


Pro 


Trp 


430 







Phe 


Leu 


Ala 






15 


Ala 


Leu 


Gly 






30 


Ala 


Val 


Ala 






45 


Asp 


His 


Phe 






60 


Leu 


Val 


Ala 






75 


Phe 


Tyr 


Thr 






90 


Thr 


Gly 


Phe 






105 


Val 


Phe 


Ala 






120 


Asp 


Asn 


Ser 






135 


Glu 


Gin 


Ala 






150 


Arg 


Thr 


He 






165 


Gly 


Ser 


Tyr 






180 


Pro 


His 


Met 






195 


Gin 


Phe 


Glu 






210 


Thr 


Thr 


Asp 






225 


His 


Arg 


Ser 






240 


Gly 


Leu 


Gin 






255 


Thr 


Ser 


Gin 






270 


Trp 


Val 


Asn 






285 


Leu 


Gin 


Pro 






300 


Leu 


Lys 


Asn 






315 


Phe 


Gin 


Ala 






330 


Cys 


Leu 


Asn 






345 


Gly 


Trp 


Ser 






360 


Thr 


Asn 


Gly 






375 


Lys 


Glu 


Leu 






390 


Arg 


Pro 


Ser 






405 


Ser 


His 


Thr 






420 


Ser 


Gly 


Gly 






435 



PF-0651-1 DIV 



Gly Val 


Thr Lys 


Asp 


He 


Thr 


Asp 


Thr 


Leu 


Val Ala Val 


Thr 


He 






440 










445 






450 


Ser Glu 


Gly Ala 


His 


His 


Leu 


Asp 


Leu 


Arg 


Thr Lys Asn 


Ala 


Leu 






455 










460 






465 


Asp Pro 


Met Ser 


Val 


Leu 


Leu 


Ala 


Arg 


Ser 


Leu Glu Val 


Arg 


His 






470 










475 






480 


Met Lys 


Asn Trp 


He 


Arg 


Asp 


Phe 


Tyr Asp 


Ser Ala Gly 


Lys 


Gin 






485 










490 






495 



His 



